Peptide Report for 042117HMMart
	042117HMMartinez_TRAF1_ID, Spectrum report created on 04/24/2017
	Experiment: 042117HMMartinez_TRAF1_ID
		Peak List Generator: unknown
			Version: unknown
			Charge States Calculated: unknown
			Deisotoped: unknown
			Textual Annotation: unknown
		Database Set: 1 Database
			Database Name: the Human_20170412 database
				Version: unknown
				Taxonomy: All Entries
				Number of Proteins: 21042
			Does database contain common contaminants?: unknown
		Search Engine Set: 1 Search Engine
			Search Engine: Mascot
				Version: 2.5.1
				Samples: All Samples
				Fragment Tolerance: 0.15 Da (Monoisotopic)
				Parent Tolerance: 18 PPM (Monoisotopic)
				Fixed Modifications: +57 on C (Carbamidomethyl)
				Variable Modifications: +1 on NQ (Deamidated), +16 on M (Oxidation), +42 on n (Acetyl)
				Database: the Human_20170412 database (unknown version, 21042 entries)
				Digestion Enzyme: Trypsin
				Max Missed Cleavages: 2
				Probability Model:
					042117HMMSample1 (F002687): LFDR Model, Classifier data: Bayes, Good (50%) m:66.5/s:22.9 m:29.1/s:2.52 m:NA m:51.0/s:30.3, Bad (50%) m:25.8/s:5.77 m:28.2/s:2.63 m:NA m:12.6/s:8.38 [all charge states]
					042117HMMSample2 (F002684): LFDR Model, Classifier data: Bayes, Good (50%) m:59.4/s:16.7 m:30.0/s:2.48 m:NA m:38.5/s:26.4, Bad (50%) m:18.4/s:4.82 m:28.4/s:2.77 m:NA m:7.55/s:5.66 [all charge states]
					042117HMMControl (F002690): LFDR Model, Classifier data: Bayes, Good (50%) m:60.2/s:23.4 m:30.0/s:2.40 m:NA m:41.1/s:32.4, Bad (50%) m:23.3/s:8.07 m:28.6/s:2.76 m:NA m:10.3/s:9.77 [all charge states]
		Scaffold: Version: Scaffold_4.7.5
			Modification Metadata Set: 1541 modifications
				Source: D:\Program Files\Scaffold 4Q+S\parameters\unimod.xml
				Comment:
			Protein Grouping Strategy: Experiment-wide grouping with binary peptide-protein weights
			Peptide Thresholds: 50.0% minimum
			Protein Thresholds: 95.0% minimum and 3 peptides minimum
			Peptide FDR: 21.4% (Decoy)
			Protein FDR: 43.1% (Decoy)
			GO Annotation Source(s):
			Alternate ID Source(s): FASTA:UniProt/Swiss-Prot (UniProtKB)
	Experiment name	Biological sample category	Biological sample name	MS/MS sample name	Protein name	Protein accession numbers	Database sources	Protein molecular weight (Da)	Protein identification probability	Exclusive unique peptide count	Exclusive unique spectrum count	Exclusive spectrum count	Percentage of total spectra	Percentage sequence coverage	Manual validation	Assigned	Spectrum name	Peptide sequence	Previous amino acid	Next amino acid	Peptide identification probability	Mascot Ion score	Mascot Identity score	Mascot Delta Ion Score	Number of enzymatic termini	Fixed modifications identified by spectrum	Variable modifications identified by spectrum	Observed m/z	Actual peptide mass (AMU)	Calculated +1H Peptide Mass (AMU)	Spectrum charge	Actual minus calculated peptide mass (AMU)	Actual minus calculated peptide mass (PPM)	Retention Time (sec)	Total Ion Current	Peptide start index	Peptide stop index	Exclusive	Other Proteins
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.9370.9370.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9370"	ccTESLVNR	K	R	99.70%	53.8	27.7	47.8	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		569.754482	1,137.49	1,138.50	2	0.003711	3.26	1,570.13	2.69E+07	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.16079.16079.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16079"	KVPQVSTPTLVEVSR	K	N	99.70%	39	27.7	35.4	2			820.47	1,638.93	1,639.94	2	-0.005122	-3.123	2,615.95	516176	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.20530.20530.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20530"	KVPQVSTPTLVEVSR	K	N	99.70%	40.2	26.8	40.2	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,286.68	832808	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.18972.18972.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18972"	KVPQVSTPTLVEVSR	K	N	99.70%	44.7	26.8	39.9	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,052.58	629501	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.19519.19519.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19519"	KVPQVSTPTLVEVSR	K	N	99.70%	44.9	26.8	44.9	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,133.49	684224	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.20032.20032.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20032"	KVPQVSTPTLVEVSR	K	N	99.70%	47.8	26.8	47.8	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,211.14	874628	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.16343.16343.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16343"	KVPQVSTPTLVEVSR	K	N	99.70%	50.1	26.8	44.5	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,656.22	2697630	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.15860.15860.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15860"	KVPQVSTPTLVEVSR	K	N	99.70%	51.2	27.8	0.28	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	2,581.08	7925670	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.21864.21864.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21864"	KVPQVSTPTLVEVSR	K	N	99.70%	52.4	27.8	20.3	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,488.22	774407	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.15345.15345.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15345"	KVPQVSTPTLVEVSR	K	N	99.70%	55.2	26.9	52	2			820.475002	1,638.94	1,639.94	2	0.004882	2.977	2,503.25	4669080	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.16858.16858.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16858"	KVPQVSTPTLVEVSR	K	N	99.70%	55.3	26.8	49.9	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,731.98	1118560	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.14696.14696.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14696"	KVPQVSTPTLVEVSR	K	N	99.70%	60.2	26.8	60.2	2			547.32002	1,638.94	1,639.94	3	0.007662	4.672	2,403.82	1029810	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.15871.15871.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15871"	KVPqVSTPTLVEVSR	K	N	99.70%	63.4	28.6	61.7	2		q4: Deamidated (+0.98)	821.47	1,640.93	1,640.92	2	1.011	4.954	2,583.00	2021260	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	3	5	14	0.08%	4.43%	possibly correct		042117HMMSample1.9003.9003.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9003"	VTKccTESLVNR	R	R	99.70%	50	31.8	45	2	c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02)		489.576373	1,465.71	1,466.71	3	0.00549	3.743	1,512.20	854055	497	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Homo sapiens GN=SMCHD1 PE=1 SV=2	SMHD1_HUMAN	Human_20160909.fasta	226,380.00	100.00%	3	3	3	0.02%	2.04%	possibly correct		042117HMMSample1.17666.17666.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17666"	AHVEGDGVVEGIIR	K	Y	99.70%	1.61	30.4	-3.96	2			726.4	1,450.79	1,450.77	2	1.028	17.19	2,855.12	7005600	415	428
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Homo sapiens GN=SMCHD1 PE=1 SV=2	SMHD1_HUMAN	Human_20160909.fasta	226,380.00	100.00%	3	3	3	0.02%	2.04%	possibly correct		042117HMMSample1.11366.11366.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11366"	KQQQmAALTK	K	E	99.70%	0.12	30.7	-3.58	2		m5: Oxidation (+15.99)	582.325772	1,162.64	1,162.63	2	1.019	14.16	1,889.17	1275970	1619	1628
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Homo sapiens GN=SMCHD1 PE=1 SV=2	SMHD1_HUMAN	Human_20160909.fasta	226,380.00	100.00%	3	3	3	0.02%	2.04%	possibly correct		042117HMMSample1.19899.19899.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19899"	SnGKFGGLQnKAPPmDK	R	L	99.70%	1.57	32.7	-1.2	2		n2: Deamidated (+0.98), n10: Deamidated (+0.98), m15: Oxidation (+15.99)	904.45	1,806.89	1,806.87	2	1.023	11.4	3,190.63	2181970	1869	1885
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	2	2	2	0.01%	0.25%	possibly correct		042117HMMSample1.17356.17356.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17356"	HTEFFSQLDqR	R	V	99.70%	0.37	31.3	-3.81	2		q10: Deamidated (+0.98)	470.56	1,408.66	1,408.65	3	1.016	9.547	2,807.63	1343410	963	973
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	2	2	2	0.01%	0.25%	possibly correct		042117HMMSample1.10824.10824.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10824"	QLNmQGTAqEK	K	E	99.70%	1.37	31.5	-4.09	2		m4: Oxidation (+15.99), q9: Deamidated (+0.98)	422.54	1,264.60	1,264.58	3	1.021	14.81	1,805.46	1005380	6187	6197
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	100.00%	3	3	3	0.02%	1.19%	possibly correct		042117HMMSample1.15768.15768.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15768"	GLKDmELDSSSIEK	R	R	99.70%	1.8	31.7	-4.41	2		m5: Oxidation (+15.99)	784.38	1,566.75	1,567.75	2	0.000463	0.2954	2,566.96	4487720	2940	2953
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	100.00%	3	3	3	0.02%	1.19%	possibly correct		042117HMMSample1.22059.22059.4 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22059"	qmVDmLVESSSnVEmILKFFDmFLKLK	R	D	55.30%	1.14	32.9	1.14	2		q1: Deamidated (+0.98), m2: Oxidation (+15.99), m5: Oxidation (+15.99), n12: Deamidated (+0.98), m15: Oxidation (+15.99), m22: Oxidation (+15.99)	823.15	3,288.57	3,288.58	4	0.998	-1.427	3,517.81	833973	4042	4068
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	100.00%	3	3	3	0.02%	1.19%	possibly correct		042117HMMSample1.11832.11832.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11832"	TYmmSNGYKPAPLDLSHVR	K	L	99.70%	2.15	31	-3.63	2		m3: Oxidation (+15.99), m4: Oxidation (+15.99)	738.01	2,211.01	2,212.05	3	-0.03723	-16.83	1,961.68	210540	957	975
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	99.90%	2	2	2	0.01%	1.10%	possibly correct		042117HMMSample1.22113.22113.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22113"	EVWNTYELDLVNYQNK	R	C	99.70%	0.08	32.5	-1.73	2			1,014.50	2,026.99	2,027.97	2	0.02178	10.74	3,525.84	517768	1468	1483
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	99.90%	2	2	2	0.01%	1.10%	possibly correct		042117HMMSample1.21009.21009.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21009"	mSEPGGGGGEDGSAGLEVSAVqnVADVSVLQKHLR	-	K	50.90%	0.48	32.7	0.48	2		m1: Oxidation (+15.99), n-term: Acetyl (+42.01), q22: Deamidated (+0.98), n23: Deamidated (+0.98)	1,171.23	3,510.67	3,510.67	3	1.01	2.01	3,360.75	2619420	1	35
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3	SMG1_HUMAN	Human_20160909.fasta	410,499.50	99.70%	1	1	1	0.01%	0.27%	possibly correct		042117HMMSample1.17092.17092.1 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17092"	SVLTLAnAGR	K	N	99.70%	1.08	31.6	-1.23	2		n7: Deamidated (+0.98)	1,003.57	1,002.56	1,002.56	1	1.009	6.559	2,767.96	581000	1145	1154
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	3	3	3	0.02%	0.62%	possibly correct		042117HMMSample1.19549.19549.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19549"	ETmFRLLSAQLLSGGLInSnSGqR	R	M	54.90%	0.09	32.8	0.09	2		m3: Oxidation (+15.99), n18: Deamidated (+0.98), n20: Deamidated (+0.98), q23: Deamidated (+0.98)	871.11	2,610.31	2,611.30	3	0.01204	4.61	3,137.79	1299780	1770	1793
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	3	3	3	0.02%	0.62%	possibly correct		042117HMMSample1.15020.15020.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15020"	KLEALmASnDNAnK	K	T	99.70%	0.27	31.8	-2.31	2		m6: Oxidation (+15.99), n9: Deamidated (+0.98), n13: Deamidated (+0.98)	768.87	1,535.73	1,536.72	2	0.01163	7.569	2,453.11	316396	5220	5233
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	3	3	3	0.02%	0.62%	possibly correct		042117HMMSample1.12246.12246.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12246"	qRGEEmIAR	K	S	99.70%	0.1	30.6	-3.07	2		q1: Deamidated (+0.98), m6: Oxidation (+15.99)	554.262362	1,106.51	1,106.53	2	0.9915	-10.16	2,027.21	2.10E+08	6107	6115
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	99.90%	2	2	2	0.01%	7.06%	possibly correct		042117HMMSample1.21780.21780.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21780"	DQIVDLTVGNNKTLLDIDnTRmTLDDFR	K	I	60.80%	0.02	33.1	0	2		n19: Deamidated (+0.98), m22: Oxidation (+15.99)	1,085.20	3,252.58	3,252.61	3	0.9796	-7.118	3,475.52	1921530	213	240
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	99.90%	2	2	2	0.01%	7.06%	possibly correct		042117HMMSample1.8598.8598.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8598"	SGGGGGGGLGSGGSIR	R	S	99.70%	40.7	30.8	37.7	2			616.8	1,231.59	1,232.60	2	-0.005422	-4.399	1,446.16	184693	14	29
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2	TOP1_HUMAN	Human_20160909.fasta	90,729.70	99.80%	1	1	1	0.01%	1.96%	possibly correct		042117HMMSample1.11670.11670.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11670"	EEGETADTVGccSLR	K	V	99.70%	82.5	25	81.1	2	c11: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02)		842.35	1,682.69	1,683.70	2	-0.002353	-1.397	1,938.34	352417	494	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Acetyl-CoA carboxylase 2 OS=Homo sapiens GN=ACACB PE=1 SV=3	ACACB_HUMAN	Human_20160909.fasta	276,544.80	100.00%	3	3	3	0.02%	1.42%	possibly correct		042117HMMSample1.14152.14152.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14152"	ENDPTVLR	K	S	99.00%	0.98	28.8	-4.72	2			472.247421	942.48029	943.484446	2	0.00312	3.307	2,324.47	1535750	891	898
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Acetyl-CoA carboxylase 2 OS=Homo sapiens GN=ACACB PE=1 SV=3	ACACB_HUMAN	Human_20160909.fasta	276,544.80	100.00%	3	3	3	0.02%	1.42%	possibly correct		042117HMMSample1.17403.17403.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17403"	MRNFDLTAVPcAnHK	R	M	99.70%	0.23	31.6	-1.95	2	c11: Carbamidomethyl (+57.02)	n13: Deamidated (+0.98)	592.62	1,774.84	1,774.84	3	1.009	3.543	2,815.09	1296380	1505	1519
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Acetyl-CoA carboxylase 2 OS=Homo sapiens GN=ACACB PE=1 SV=3	ACACB_HUMAN	Human_20160909.fasta	276,544.80	100.00%	3	3	3	0.02%	1.42%	possibly correct		042117HMMSample1.16029.16029.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16029"	VEHHFQQAHYDK	R	C	99.70%	1.42	30.1	-2.36	2			769.856949	1,537.70	1,538.71	2	-0.006924	-4.5	2,608.87	412533	1140	1151
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Msx2-interacting protein OS=Homo sapiens GN=SPEN PE=1 SV=1	MINT_HUMAN	Human_20160909.fasta	402,244.70	70.30%	1	1	1	0.01%	0.33%	possibly correct		042117HMMSample1.17296.17296.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17296"	EQSPEKPRScnK	R	L	73.80%	1.34	31	-0.56	2	c10: Carbamidomethyl (+57.02)	n11: Deamidated (+0.98)	487.9	1,460.68	1,460.68	3	1.006	1.91	2,798.15	4410720	845	856
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	2	2	2	0.01%	1.29%	possibly correct		042117HMMSample1.12687.12687.5 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12687"	QDGDKSLSAVPDIGQcHqDELER	K	L	99.70%	1.12	32.1	-0.34	2	c16: Carbamidomethyl (+57.02)	q18: Deamidated (+0.98)	520.65	2,598.21	2,598.17	5	1.047	16.94	2,097.68	562617	666	688
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	2	2	2	0.01%	1.29%	possibly correct		042117HMMSample1.20961.20961.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20961"	TGEADREVSEISIVDIANK	R	R	99.70%	2.2	33.1	-3.37	2			1,023.52	2,045.03	2,046.04	2	-0.002422	-1.184	3,353.72	1225050	517	535
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.12093.12093.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12093"	AEPVEVVAPR	K	G	99.70%	47.1	28.8	42.2	2			533.8	1,065.59	1,066.59	2	0.003578	3.355	2,002.52	1556520	487	496
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.12042.12042.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12042"	DSEEAEIIR	R	K	99.70%	50	31.1	28.1	2			531.26	1,060.51	1,061.51	2	0.001678	1.581	1,994.42	2584530	807	815
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.16114.16114.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16114"	EELGFRPEYSASQLK	R	G	99.70%	56.8	32.3	41.9	2			877.44	1,752.87	1,753.88	2	-0.002922	-1.666	2,621.45	434722	168	182
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.19346.19346.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19346"	FYPLEIDYGQDEEAVKK	K	L	99.70%	51.9	32.8	51.9	2			1,023.01	2,044.01	2,043.99	2	1.021	9.168	3,110.50	198067	638	654
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.19120.19120.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19120"	FYTLIPHDFGmK	R	K	99.70%	39.2	31.2	38.6	2		m11: Oxidation (+15.99)	742.87	1,483.73	1,484.72	2	0.008263	5.565	3,076.15	1343060	736	747
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.11564.11564.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11564"	GDEVDGVDEVAK	K	K	99.70%	41.7	29.3	37.6	2			616.79	1,231.57	1,232.56	2	0.008378	6.797	1,920.39	1886660	210	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.16525.16525.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16525"	HPDVEVDGFSELR	R	W	99.70%	47.5	30.6	39.5	2			750.363253	1,498.71	1,499.71	2	0.006584	4.39	2,684.07	1243040	66	78
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.9782.9782.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9782"	KGDEVDGVDEVAK	R	K	99.70%	51.9	31.9	41.5	2			680.84	1,359.67	1,360.66	2	0.01338	9.832	1,638.14	231889	209	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.13833.13833.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13833"	QQVPSGESAILDR	K	V	99.70%	48.3	31.3	33.7	2			700.87	1,399.73	1,399.72	2	1.015	8.745	2,273.89	684294	270	282
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.18012.18012.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18012"	SDAYYcTGDVTAWTK	K	C	99.70%	59.4	27.4	57.1	2	c6: Carbamidomethyl (+57.02)		869.88	1,737.75	1,737.74	2	1.01	4.247	2,908.05	478604	306	320
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.18016.18016.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18016"	SDAYYcTGDVTAWTK	K	C	99.70%	60.2	27.8	60.2	2	c6: Carbamidomethyl (+57.02)		869.38	1,736.75	1,737.74	2	0.01011	5.819	2,908.77	498043	306	320
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.21837.21837.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21837"	TTNFAGILSQGLR	R	I	99.70%	67.8	31.1	13.5	2			689.88	1,377.75	1,377.75	2	1.004	0.9787	3,484.33	1000230	866	878
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.23972.23972.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23972"	VFSATLGLVDIVK	K	G	99.70%	52.4	25	52.4	2			681.408232	1,360.80	1,361.80	2	0.005142	3.776	3,814.76	1390250	552	564
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	13	13	14	0.08%	15.60%	possibly correct		042117HMMSample1.19866.19866.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19866"	VVSEDFLQDVSASTK	R	S	99.70%	50.2	32	43.7	2			812.91	1,623.81	1,624.81	2	0.006178	3.802	3,185.39	2171970	453	467
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.38725.38725.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38725"	ELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	38	32.9	36.3	2		m22: Oxidation (+15.99)	892.78	2,675.32	2,676.31	3	0.01399	5.226	6,194.93	95,450.20	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.20149.20149.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20149"	FKDIFQEIYDKQYK	R	S	99.70%	52.7	32.8	38.4	2			622.32	1,863.94	1,864.95	3	-0.002798	-1.5	3,229.90	1926050	223	236
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.27537.27537.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27537"	GQETSTNPIASIFAWTR	K	G	99.70%	111	32.7	102	2			940.48	1,878.95	1,878.93	2	1.018	8.218	4,382.74	559481	322	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.27557.27557.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27557"	GQETSTNPIASIFAWTR	K	G	99.70%	150	32.7	141	2			939.975302	1,877.94	1,878.93	2	0.008782	4.674	4,385.98	609745	322	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.35177.35177.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35177"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	62.6	32.8	8.97	2		m27: Oxidation (+15.99)	1,087.88	3,260.62	3,260.60	3	1.022	5.935	5,622.90	212747	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	correct		042117HMMSample1.27588.27588.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27588"	LIFPYVELDLHSYDLGIENR	K	D	99.70%	82.7	32.2	59.3	2			803.09	2,406.25	2,406.23	3	1.021	7.674	4,390.93	733686	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.38789.38789.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38789"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	38.5	27.2	38.1	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	6,205.36	111398	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.36615.36615.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36615"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	50.9	28.5	0	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,282.42	3	1.012	2.673	5,854.71	107047	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.36634.36634.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36634"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	53.9	29	49.7	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	5,857.98	89,869.20	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.34812.34812.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34812"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	53.9	27.2	50.5	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	5,564.11	47,265.00	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.39736.39736.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=39736"	nYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	59	28.5	8.13	2	c27: Carbamidomethyl (+57.02)	n1: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	6,353.84	78,293.60	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.20480.20480.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20480"	SIEDFAHSSFQmALSK	K	G	99.70%	56.1	31.6	16.2	2		m12: Oxidation (+15.99)	907.93	1,813.85	1,813.84	2	1.01	4.096	3,279.07	660344	188	203
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.8076.8076.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8076"	TVEAEAAHGTVTR	K	H	99.70%	56.6	31.2	31.7	2			671.344185	1,340.67	1,341.68	2	0.005348	3.986	1,359.14	238970	302	314
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	10	14	0.08%	39.40%	possibly correct		042117HMMSample1.17995.17995.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17995"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	56.4	30.1	56.4	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	2,905.51	161798	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3	SF3B1_HUMAN	Human_20160909.fasta	145,835.30	100.00%	2	2	2	0.01%	2.15%	possibly correct		042117HMMSample1.10336.10336.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10336"	EFqSPDEEmKK	R	I	99.70%	1.09	27.9	-5.19	2		q3: Deamidated (+0.98), m9: Oxidation (+15.99)	692.81	1,383.61	1,384.59	2	0.01885	13.61	1,725.52	1095970	776	786
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3	SF3B1_HUMAN	Human_20160909.fasta	145,835.30	100.00%	2	2	2	0.01%	2.15%	possibly correct		042117HMMSample1.24127.24127.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24127"	mNARTYmDVmREqHLTK	K	E	99.70%	1.51	31.8	0	2		m1: Oxidation (+15.99), m7: Oxidation (+15.99), m10: Oxidation (+15.99), q13: Deamidated (+0.98)	725.01	2,172.01	2,172.98	3	0.03184	14.65	3,838.93	583816	147	163
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Rho-associated protein kinase 1 OS=Homo sapiens GN=ROCK1 PE=1 SV=1	ROCK1_HUMAN	Human_20160909.fasta	158,179.10	99.70%	1	1	1	0.01%	1.18%	possibly correct		042117HMMSample1.19650.19650.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19650"	VVqIEKqcSmLDVDLK	R	Q	99.70%	0.12	32.3	-2.69	2	c8: Carbamidomethyl (+57.02)	q3: Deamidated (+0.98), q7: Deamidated (+0.98), m10: Oxidation (+15.99)	641.98	1,922.92	1,922.95	3	0.9802	-11.72	3,153.71	534450	734	749
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=2	H3BNH8_HUMAN	Human_20160909.fasta	10,379.30	100.00%	3	3	3	0.02%	20.20%	possibly correct		042117HMMSample1.18566.18566.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18566"	HTnLTFGDVANKATLcSmK	-	G	59.60%	1.44	32.5	1.24	2	c16: Carbamidomethyl (+57.02)	n3: Deamidated (+0.98), m18: Oxidation (+15.99)	709.01	2,124.01	2,125.01	3	0.01001	4.709	2,990.75	681400	1	19
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=2	H3BNH8_HUMAN	Human_20160909.fasta	10,379.30	100.00%	3	3	3	0.02%	20.20%	possibly correct		042117HMMSample1.21673.21673.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21673"	mTNLTFGDVANKATLcSMK	-	G	99.70%	0.09	32.4	-3.28	2	c16: Carbamidomethyl (+57.02)	m1: Oxidation (+15.99), n-term: Acetyl (+42.01)	720.68	2,159.02	2,160.01	3	0.01186	5.488	3,458.77	1.69E+07	1	19
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=2	H3BNH8_HUMAN	Human_20160909.fasta	10,379.30	100.00%	3	3	3	0.02%	20.20%	possibly correct		042117HMMSample1.11450.11450.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11450"	qTNLTFGDVAnK	-	A	99.70%	2.63	31.6	-4.28	2		n-term: Acetyl (+42.01), n11: Deamidated (+0.98)	450.884571	1,349.63	1,350.65	3	-0.01457	-10.79	1,901.52	1090490	1	12
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	100.00%	4	4	4	0.02%	0.25%	possibly correct		042117HMMSample1.21702.21702.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21702"	ASEASRPIMAqnPVDAPGRPEVTDVTR	K	S	67.60%	0.96	33.1	0.82	2		q11: Deamidated (+0.98), n12: Deamidated (+0.98)	956.47	2,866.39	2,866.40	3	0.9953	-2.601	3,463.29	9173530	29853	29879
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	100.00%	4	4	4	0.02%	0.25%	possibly correct		042117HMMSample1.19567.19567.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19567"	DTGqYVLTLKnVAGTRSVAVNcK	R	V	99.70%	1.2	32.8	-2.69	2	c22: Carbamidomethyl (+57.02)	q4: Deamidated (+0.98), n11: Deamidated (+0.98)	833.09	2,496.25	2,496.28	3	0.979	-9.5	3,140.46	1603560	26783	26805
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	100.00%	4	4	4	0.02%	0.25%	possibly correct		042117HMMSample1.25246.25246.3 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25246"	GESQLRVRDSLRPDHGLYMIK	K	V	99.70%	0	31.4	-3.32	2			824.44	2,470.30	2,470.30	3	1.007	1.648	4,014.68	966328	15689	15709
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	1	042117HMMSample1 (F002687)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	100.00%	4	4	4	0.02%	0.25%	possibly correct		042117HMMSample1.19934.19934.2 File:"042117HMMSample1.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19934"	VTGYYIERKETSTDK	R	W	99.70%	0.17	32.6	-0.9	2			895.45	1,788.89	1,789.90	2	-0.004122	-2.303	3,195.68	4166550	31288	31302
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5	ROA1_HUMAN	Human_20160909.fasta	38,747.00	100.00%	3	3	3	0.02%	12.60%	possibly correct		042117HMMSample2.7928.7928.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7928"	EDSQRPGAHLTVK	R	K	91.40%	29.9	31.9	21.6	2			479.92	1,436.74	1,437.74	3	0.0008021	0.5579	1,344.69	308906	93	105
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5	ROA1_HUMAN	Human_20160909.fasta	38,747.00	100.00%	3	3	3	0.02%	12.60%	possibly correct		042117HMMSample2.7955.7955.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7955"	NQGGYGGSSSSSSYGSGR	R	R	97.10%	76.4	25.1	8.42	2			848.36	1,694.71	1,694.70	2	1.013	5.867	1,349.37	247457	353	370
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5	ROA1_HUMAN	Human_20160909.fasta	38,747.00	100.00%	3	3	3	0.02%	12.60%	possibly correct		042117HMMSample2.18701.18701.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18701"	SHFEQWGTLTDcVVmR	R	D	99.70%	41.8	30.3	19	2	c12: Carbamidomethyl (+57.02)	m15: Oxidation (+15.99)	661.64	1,981.90	1,981.89	3	1.016	6.603	3,036.87	441982	32	47
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2	TOP1_HUMAN	Human_20160909.fasta	90,729.70	100.00%	3	3	3	0.02%	4.71%	possibly correct		042117HMMSample2.10816.10816.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10816"	AGNEKEEGETADTVGccSLR	R	V	99.70%	37.2	27.6	37.2	2	c16: Carbamidomethyl (+57.02), c17: Carbamidomethyl (+57.02)		728.32	2,181.94	2,182.93	3	0.01127	5.163	1,811.92	310157	489	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2	TOP1_HUMAN	Human_20160909.fasta	90,729.70	100.00%	3	3	3	0.02%	4.71%	possibly correct		042117HMMSample2.11642.11642.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11642"	EEGETADTVGccSLR	K	V	99.70%	58.7	25	58.7	2	c11: Carbamidomethyl (+57.02), c12: Carbamidomethyl (+57.02)		842.85	1,683.69	1,683.70	2	0.9976	-3.016	1,941.72	432313	494	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2	TOP1_HUMAN	Human_20160909.fasta	90,729.70	100.00%	3	3	3	0.02%	4.71%	possibly correct		042117HMMSample2.14364.14364.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14364"	sGDHLHNDSQIEADFR	M	L	90.60%	27.4	28.3	25.5	1		n-term: Acetyl (+42.01)	628.28	1,881.82	1,882.83	3	-0.006165	-3.274	2,369.49	2047790	2	17
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	4	4	4	0.02%	10.30%	possibly correct		042117HMMSample2.21905.21905.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21905"	ELTTEIDNNIEQISSYK	K	S	99.70%	68.9	32.5	16	2			999.49	1,996.97	1,996.97	2	1.002	-0.5759	3,529.85	320336	346	362
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	4	4	4	0.02%	10.30%	possibly correct		042117HMMSample2.18025.18025.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18025"	GSLGGGFSSGGFSGGSFSR	K	G	99.70%	80.7	30.9	80.2	2			854.9	1,707.79	1,707.77	2	1.02	10.39	2,931.14	167990	41	59
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	4	4	4	0.02%	10.30%	possibly correct		042117HMMSample2.15240.15240.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15240"	QSLEASLAETEGR	K	Y	99.70%	65.5	32.3	55.4	2			695.85	1,389.69	1,390.68	2	0.01178	8.469	2,502.39	389905	387	399
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	4	4	4	0.02%	10.30%	possibly correct		042117HMMSample2.11035.11035.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11035"	SQYEQLAEQNR	R	K	99.70%	64.7	30.2	40.5	2			683.32	1,364.63	1,365.64	2	-0.006622	-4.849	1,845.52	378560	323	333
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3	YBOX1_HUMAN	Human_20160909.fasta	35,923.80	100.00%	3	4	4	0.02%	18.20%	possibly correct		042117HMMSample2.7537.7537.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7537"	EDGNEEDKENQGDETQGQQPPQR	R	R	98.50%	35	26.3	26.3	2			876.71	2,627.11	2,628.10	3	0.0109	4.148	1,279.02	45,967.30	257	279
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3	YBOX1_HUMAN	Human_20160909.fasta	35,923.80	100.00%	3	4	4	0.02%	18.20%	possibly correct		042117HMMSample2.17465.17465.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17465"	GAEAAnVTGPGGVPVqGSK	K	Y	53.30%	0.03	31.9	0.03	2		n6: Deamidated (+0.98), q16: Deamidated (+0.98)	566.61	1,696.81	1,697.83	3	-0.01883	-11.09	2,845.19	1951040	119	137
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3	YBOX1_HUMAN	Human_20160909.fasta	35,923.80	100.00%	3	4	4	0.02%	18.20%	possibly correct		042117HMMSample2.11799.11799.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11799"	GAEAANVTGPGGVPVQGSK	K	Y	99.70%	41.7	32.1	32.2	2			848.44	1,694.87	1,695.87	2	0.006478	3.82	1,965.45	185668	119	137
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3	YBOX1_HUMAN	Human_20160909.fasta	35,923.80	100.00%	3	4	4	0.02%	18.20%	possibly correct		042117HMMSample2.18297.18297.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18297"	SVGDGETVEFDVVEGEK	R	G	99.70%	78.3	31.2	76.5	2			898.42	1,794.83	1,795.82	2	0.009278	5.166	2,974.32	152877	102	118
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.38424.38424.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38424"	ELAFFANALEEVSIETIEAGFmTK	K	D	98.00%	31.1	32.9	28.1	2		m22: Oxidation (+15.99)	892.78	2,675.32	2,676.31	3	0.01399	5.226	6,198.21	86,213.50	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35874.35874.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35874"	ELAFFAnALEEVSIETIEAGFmTK	K	D	99.70%	45.2	33	43.6	2		n7: Deamidated (+0.98), m22: Oxidation (+15.99)	893.44	2,677.30	2,677.30	3	1.01	2.704	5,787.42	123061	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35400.35400.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35400"	ELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	45.5	32.9	38.2	2		m22: Oxidation (+15.99)	892.78	2,675.32	2,676.31	3	0.01399	5.226	5,710.44	126372	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35077.35077.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35077"	ELAFFAnALEEVSIETIEAGFmTK	K	D	99.70%	53.7	33.2	52.6	2		n7: Deamidated (+0.98), m22: Oxidation (+15.99)	893.45	2,677.33	2,677.30	3	1.04	13.91	5,657.85	202255	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34911.34911.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34911"	ELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	57.9	32.9	57.2	2		m22: Oxidation (+15.99)	892.78	2,675.32	2,676.31	3	0.01399	5.226	5,631.53	115981	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20612.20612.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20612"	FKDIFQEIYDK	R	Q	99.70%	53.9	32.3	36.5	2			723.371594	1,444.73	1,445.73	2	0.004566	3.158	3,330.18	802643	223	233
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20160.20160.4 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20160"	FKDIFQEIYDKQYK	R	S	97.30%	31.7	32.8	27.9	2			466.99	1,863.93	1,864.95	4	-0.01007	-5.402	3,260.06	3947490	223	236
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20113.20113.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20113"	FKDIFQEIYDKQYK	R	S	99.70%	45.6	32.6	12.5	2			622.66	1,864.96	1,864.95	3	1.017	7.757	3,253.00	1827590	223	236
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.27220.27220.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27220"	GQETSTNPIASIFAWTR	K	G	98.60%	135	32.7	126	2			940.48	1,878.95	1,878.93	2	1.018	8.218	4,383.73	340259	322	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.27365.27365.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27365"	GQETSTnPIASIFAWTR	K	G	99.70%	117	32.8	31.1	2		n7: Deamidated (+0.98)	940.98	1,879.95	1,879.92	2	1.034	16.71	4,406.25	1055530	322	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.10531.10531.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10531"	ISGGSVVEmQGDEmTR	K	I	87.90%	26.9	27.7	24.4	2		m9: Oxidation (+15.99), m14: Oxidation (+15.99)	864.38	1,726.75	1,727.76	2	-0.004952	-2.866	1,765.03	102043	5	20
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.9312.9312.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9312"	KISGGSVVEmqGDEmTR	K	I	88.00%	32.7	29.9	2.35	2		m10: Oxidation (+15.99), q11: Deamidated (+0.98), m15: Oxidation (+15.99)	619.62	1,855.84	1,856.84	3	0.008756	4.716	1,565.92	597367	4	20
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.9318.9318.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9318"	KISGGSVVEmqGDEmTR	K	I	99.70%	35.2	31	34.8	2		m10: Oxidation (+15.99), q11: Deamidated (+0.98), m15: Oxidation (+15.99)	619.96	1,856.86	1,856.84	3	1.029	14.01	1,566.98	594358	4	20
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.38560.38560.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38560"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	47.5	33.1	0	2		m27: Oxidation (+15.99)	1,087.87	3,260.59	3,260.60	3	0.9921	-3.263	6,220.36	111598	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35401.35401.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35401"	LDNNKELAFFAnALEEVSIETIEAGFmTK	K	D	99.70%	48.5	32.9	0	2		n12: Deamidated (+0.98), m27: Oxidation (+15.99)	1,088.21	3,261.61	3,261.59	3	1.028	7.768	5,710.58	30,780.20	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34774.34774.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34774"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	52.1	33.1	0	2		m27: Oxidation (+15.99)	1,087.87	3,260.59	3,260.60	3	0.9921	-3.263	5,609.21	93,801.40	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.36285.36285.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36285"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	53.7	33.1	0	2		m27: Oxidation (+15.99)	1,087.87	3,260.59	3,260.60	3	0.9921	-3.263	5,852.87	86,759.50	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34858.34858.4 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34858"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	54	33	0	2		m27: Oxidation (+15.99)	816.16	3,260.61	3,260.60	4	1.015	3.704	5,622.72	103066	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.36258.36258.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36258"	LDNnKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	62.5	32.9	0	2		n4: Deamidated (+0.98), m27: Oxidation (+15.99)	1,088.21	3,261.61	3,261.59	3	1.028	7.768	5,848.65	88,981.30	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34828.34828.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34828"	LDNNKELAFFANALEEVSIETIEAGFmTK	K	D	99.70%	87.2	33.1	87.2	2		m27: Oxidation (+15.99)	1,087.54	3,259.60	3,260.60	3	0.002087	0.6401	5,617.72	590178	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.11459.11459.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11459"	LIDDmVAQAmK	R	S	91.90%	29.7	31.5	23.7	2		m5: Oxidation (+15.99), m10: Oxidation (+15.99)	633.808498	1,265.60	1,266.61	2	0.002644	2.087	1,910.32	729633	250	260
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.38393.38393.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38393"	LIFPYVELDLHSYDLGIENR	K	D	86.80%	24.5	32.2	23.9	2			803.09	2,406.25	2,406.23	3	1.021	7.674	6,193.09	46,275.90	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.37224.37224.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=37224"	LIFPYVELDLHSYDLGIENR	K	D	99.50%	30.6	32.9	30.6	2			802.75	2,405.23	2,406.23	3	0.001202	0.4996	6,004.37	58,304.80	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.27254.27254.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27254"	LIFPYVELDLHSYDLGIENR	K	D	99.70%	91.8	32.9	91.7	2			802.75	2,405.23	2,406.23	3	0.001202	0.4996	4,389.04	640929	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.33097.33097.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=33097"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	72.00%	26	29	20	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	5,336.84	81,227.50	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.36009.36009.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36009"	nYDGDVqSDSVAqGYGSLGmmTSVLVcPDGK	K	T	87.20%	27	28.2	26.2	2	c27: Carbamidomethyl (+57.02)	n1: Deamidated (+0.98), q7: Deamidated (+0.98), q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,096.15	3,285.43	3,285.38	3	1.059	17.26	5,808.24	141499	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34940.34940.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34940"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	89.30%	34.1	28.5	0.15	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	5,636.45	110273	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.28176.28176.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28176"	NYDGDVqSDSVAQGYGSLGmmTSVLVcPDGK	K	T	92.90%	36.1	28.5	0.11	2	c27: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	4,538.42	55,920.20	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.33324.33324.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=33324"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	93.50%	35.9	27.9	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	5,373.49	98,437.80	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.30266.30266.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=30266"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	93.80%	36.1	27.9	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	4,876.50	99,092.10	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.39380.39380.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=39380"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	96.00%	38.4	28.5	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	6,348.39	111886	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.39235.39235.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=39235"	nYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	98.20%	40.3	27.9	0	2	c27: Carbamidomethyl (+57.02)	n1: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	6,325.86	132844	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34918.34918.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34918"	nYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	98.90%	44.5	29.6	3.66	2	c27: Carbamidomethyl (+57.02)	n1: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.49	3,283.45	3,283.41	3	1.047	13.63	5,632.72	136883	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34452.34452.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34452"	nYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.00%	42.1	28.8	0	2	c27: Carbamidomethyl (+57.02)	n1: Deamidated (+0.98), q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.82	3,284.44	3,284.39	3	1.053	15.45	5,557.07	121615	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.36483.36483.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36483"	NYDGDVqSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.10%	48.9	29.6	5.22	2	c27: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.49	3,283.45	3,283.41	3	1.047	13.63	5,883.61	162356	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35406.35406.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35406"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.10%	41.2	27.9	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	5,711.42	110328	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.27628.27628.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27628"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.20%	41.3	28.5	0	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,282.42	3	1.012	2.673	4,449.68	75,294.00	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.32848.32848.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=32848"	NYDGDVqSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.30%	50.3	27.9	0	2	c27: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,284.39	3	0.03347	10.19	5,296.02	101404	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35948.35948.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35948"	NYDGDVqSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.30%	46.9	28.8	0	2	c27: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.82	3,284.44	3,284.39	3	1.053	15.45	5,798.53	166913	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35912.35912.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35912"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.30%	49.7	28.5	2.12	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	5,793.18	195990	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.38650.38650.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38650"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.50%	46.9	28.5	0	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,282.42	3	1.012	2.673	6,234.44	206706	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.37912.37912.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=37912"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.50%	47.3	27.9	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	6,114.90	164129	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.29600.29600.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=29600"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.60%	48.8	29.6	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.49	3,283.45	3,283.41	3	1.047	13.63	4,769.52	68,519.50	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.28745.28745.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28745"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.70%	56.7	27.9	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.48	3,283.42	3,283.41	3	1.017	4.495	4,630.74	97,173.50	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.37440.37440.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=37440"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.70%	58.9	28.5	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,283.41	3	0.02749	8.373	6,038.92	119289	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.39429.39429.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=39429"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	42.7	27.2	42	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	6,356.20	85,647.00	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.35446.35446.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35446"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	45.2	27.2	42.6	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	5,718.11	97,734.80	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.34285.34285.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34285"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	48.1	29	44.3	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	5,529.62	84,213.80	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.36970.36970.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=36970"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	46.5	27.2	46.5	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	5,963.44	123499	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.33771.33771.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=33771"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	50.8	29	49.6	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	5,446.63	148496	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.38654.38654.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38654"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	51.5	29	49.7	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	6,235.07	187287	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.37483.37483.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=37483"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	54.2	27.2	53.7	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.81	3,281.41	3,282.42	3	-0.008493	-2.588	6,046.14	107236	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.32501.32501.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=32501"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.70%	57.1	29	56.1	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,094.82	3,281.44	3,282.42	3	0.02151	6.552	5,239.90	90,069.40	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.19686.19686.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19686"	SDYLNTFEFmDK	R	L	81.80%	33.3	26.4	12.9	2		m10: Oxidation (+15.99)	763.83	1,525.65	1,525.65	2	1.001	-1.091	3,186.82	1285920	389	400
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20139.20139.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20139"	SIEDFAHSSFQmALSK	K	G	73.30%	26.7	31.2	18.2	2		m12: Oxidation (+15.99)	605.62	1,813.84	1,813.84	3	1.003	0.08728	3,256.81	1544580	188	203
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20162.20162.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20162"	SIEDFAHSSFQmALSK	K	G	92.80%	30	31.4	24.5	2		m12: Oxidation (+15.99)	907.43	1,812.85	1,813.84	2	0.01016	5.603	3,260.32	2025160	188	203
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.8084.8084.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8084"	TVEAEAAHGTVTR	K	H	99.70%	64.8	31.1	36	2			671.34365	1,340.67	1,341.68	2	0.004278	3.189	1,370.39	155732	302	314
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.17375.17375.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17375"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	89.60%	35	30.9	5.38	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.73	2,591.17	2,591.15	3	1.021	7.115	2,831.56	2774210	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.19138.19138.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19138"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	93.00%	36.8	30.9	5.38	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.73	2,591.17	2,591.15	3	1.021	7.115	3,105.60	222366	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.18644.18644.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18644"	VTYLVHnFEEGGGVAmGmYNQDK	K	S	98.50%	39.9	30.5	14.8	2		n7: Deamidated (+0.98), m16: Oxidation (+15.99), m18: Oxidation (+15.99)	865.06	2,592.16	2,592.14	3	1.027	9.42	3,028.17	269999	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.16795.16795.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16795"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.60%	56.9	29.9	9.07	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	1,296.58	2,591.15	2,591.15	2	0.9984	-1.651	2,742.57	257597	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.16584.16584.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16584"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	35.6	30.1	35.6	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	2,710.22	170702	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.19142.19142.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19142"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	38.3	30.1	37.5	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	3,106.23	189559	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.20427.20427.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20427"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	40.3	30.1	40.3	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	3,300.75	145033	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.18659.18659.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18659"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	43.2	30.1	43.2	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	3,030.56	170430	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	14	23	66	0.41%	49.00%	possibly correct		042117HMMSample2.17877.17877.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17877"	VTYLVHnFEEGGGVAmGmYNQDK	K	S	99.70%	60.7	30.5	13.1	2		n7: Deamidated (+0.98), m16: Oxidation (+15.99), m18: Oxidation (+15.99)	865.06	2,592.16	2,592.14	3	1.027	9.42	2,909.21	682099	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.11280.11280.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11280"	ETmQFLNDR	K	L	92.00%	36.4	28.6	6.93	2		m3: Oxidation (+15.99)	585.268641	1,168.52	1,169.53	2	0.004345	3.715	1,883.52	452163	58	66
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.20240.20240.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20240"	EVEQWFTTQTEELNK	R	Q	99.70%	58.2	32.2	50.9	2			941.45	1,880.89	1,881.89	2	0.006078	3.23	3,271.94	671045	242	256
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.18067.18067.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18067"	LNVEVDAAPTVDLNR	R	V	92.80%	35.8	31.7	8.55	2			813.93	1,625.85	1,625.85	2	1.003	0.3377	2,936.86	597247	209	223
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.19248.19248.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19248"	QNQEYQVLLDVR	R	A	99.70%	59.5	32.1	48.3	2			752.9	1,503.79	1,504.78	2	0.01718	11.42	3,121.41	827047	335	346
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.13105.13105.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13105"	SQYEALVETNR	R	R	99.70%	55.1	31.3	50.4	2			655.325774	1,308.64	1,309.64	2	0.006026	4.601	2,174.19	444547	230	240
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.19048.19048.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19048"	TVNALEIELQAQHNLR	R	D	80.10%	31.7	30.5	3.49	2			617.34	1,849.00	1,848.99	3	1.013	5.391	3,090.69	706196	278	293
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cuticular Ha1 OS=Homo sapiens GN=KRT31 PE=1 SV=3	K1H1_HUMAN	Human_20160909.fasta	47,236.80	100.00%	6	7	7	0.04%	18.80%	possibly correct		042117HMMSample2.19098.19098.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19098"	TVnALEIELQAQHNLR	R	D	99.70%	71.7	30.8	24.2	2		n3: Deamidated (+0.98)	617.67	1,849.99	1,849.98	3	1.019	8.621	3,099.12	845590	278	293
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.16652.16652.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16652"	GEFTYYEIQDnTGK	R	M	98.70%	42.8	29.7	3.58	2		n11: Deamidated (+0.98)	833.88	1,665.75	1,665.73	2	1.025	13.16	2,720.20	307106	700	713
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.16626.16626.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16626"	GEFTYYEIQDNTGK	R	M	99.70%	58.5	29.7	41.1	2			833.38	1,664.75	1,664.74	2	1.009	3.572	2,716.24	256003	700	713
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.8522.8522.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8522"	KEVDATSPAPSTSSTVK	K	T	99.70%	34	32.7	28.1	2			853.44	1,704.87	1,704.87	2	1.008	2.843	1,439.15	203653	100	116
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.8502.8502.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8502"	KEVDATSPAPSTSSTVK	K	T	99.70%	59.8	32.7	54.3	2			568.96	1,703.86	1,704.87	3	0.0003021	0.1772	1,436.01	407512	100	116
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.14722.14722.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14722"	mFHATVATENEVFR	K	V	99.70%	41.5	31.4	32.7	2		m1: Oxidation (+15.99)	556.6	1,666.78	1,667.78	3	0.000887	0.5319	2,421.44	223286	599	612
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.14765.14765.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14765"	mFHATVATEnEVFR	K	V	99.70%	46.2	31.4	42.4	2		m1: Oxidation (+15.99), n10: Deamidated (+0.98)	557.27	1,668.79	1,668.77	3	1.027	14.46	2,428.11	331533	599	612
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.16058.16058.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16058"	TEPEEVSIEDSAQSDLK	K	E	99.70%	87.7	31.1	38.1	2			939.44	1,876.87	1,876.87	2	1.007	2.103	2,627.72	578220	562	578
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.15926.15926.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15926"	TPQmPPTTPSSSFFTK	R	K	99.70%	45.4	32.1	43.7	2		m4: Oxidation (+15.99)	885.43	1,768.85	1,769.84	2	0.01106	6.251	2,607.85	405682	428	443
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Gamma-interferon-inducible protein 16 OS=Homo sapiens GN=IFI16 PE=1 SV=3	IF16_HUMAN	Human_20160909.fasta	88,258.10	100.00%	6	9	9	0.06%	11.20%	possibly correct		042117HMMSample2.13654.13654.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13654"	TTIYEIQDDR	K	G	99.70%	72	31	60.8	2			627.31	1,252.61	1,253.60	2	0.01168	9.316	2,258.80	453472	331	340
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1	DDX5_HUMAN	Human_20160909.fasta	69,149.70	100.00%	4	4	4	0.02%	7.49%	possibly correct		042117HMMSample2.16560.16560.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16560"	APILIATDVASR	K	G	99.70%	46.5	27.3	42.1	2			613.86	1,225.71	1,226.71	2	0.002278	1.857	2,706.81	497875	392	403
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1	DDX5_HUMAN	Human_20160909.fasta	69,149.70	100.00%	4	4	4	0.02%	7.49%	possibly correct		042117HMMSample2.20219.20219.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20219"	GDGPIcLVLAPTR	R	E	99.70%	37.8	29.5	37.8	2	c6: Carbamidomethyl (+57.02)		685.38	1,368.75	1,368.73	2	1.022	14.08	3,268.84	1530320	165	177
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1	DDX5_HUMAN	Human_20160909.fasta	69,149.70	100.00%	4	4	4	0.02%	7.49%	possibly correct		042117HMMSample2.20858.20858.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20858"	QVSDLISVLR	K	E	93.60%	28.1	30.5	28.1	2			565.33	1,128.65	1,129.66	2	-0.004922	-4.357	3,368.38	788400	452	461
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 PE=1 SV=1	DDX5_HUMAN	Human_20160909.fasta	69,149.70	100.00%	4	4	4	0.02%	7.49%	possibly correct		042117HMMSample2.16814.16814.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16814"	TTYLVLDEADR	R	M	99.70%	37.2	31.4	32.8	2			648.325409	1,294.64	1,295.65	2	-0.004404	-3.399	2,745.75	709017	242	252
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Outer dense fiber protein 2 OS=Homo sapiens GN=ODF2 PE=1 SV=1	ODFP2_HUMAN	Human_20160909.fasta	95,403.50	97.00%	3	3	3	0.02%	6.27%	possibly correct		042117HMMSample2.19823.19823.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19823"	ENKILKDEmnK	K	E	62.70%	1.34	32.2	-2.93	2		m9: Oxidation (+15.99), n10: Deamidated (+0.98)	690.35	1,378.69	1,378.69	2	1.004	1.101	3,208.20	1366490	570	580
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Outer dense fiber protein 2 OS=Homo sapiens GN=ODF2 PE=1 SV=1	ODFP2_HUMAN	Human_20160909.fasta	95,403.50	97.00%	3	3	3	0.02%	6.27%	possibly correct		042117HMMSample2.21463.21463.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21463"	HLQQEKEcLMSKLVEAEmDGAAAAK	K	Q	67.30%	0.27	32.6	-0.43	2	c8: Carbamidomethyl (+57.02)	m18: Oxidation (+15.99)	935.12	2,802.34	2,803.34	3	0.002822	1.007	3,460.65	5409840	199	223
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Outer dense fiber protein 2 OS=Homo sapiens GN=ODF2 PE=1 SV=1	ODFP2_HUMAN	Human_20160909.fasta	95,403.50	97.00%	3	3	3	0.02%	6.27%	possibly correct		042117HMMSample2.19962.19962.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19962"	LEnERLKASFAPmEDK	K	L	75.30%	0.29	32.7	-1.41	2		n3: Deamidated (+0.98), m13: Oxidation (+15.99)	947.97	1,893.93	1,894.92	2	0.01105	5.83	3,230.29	765031	506	521
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	61.90%	1	1	1	0.01%	0.46%	possibly correct		042117HMMSample2.18561.18561.4 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18561"	ALQEMLANTVEAGVESSQGGGHR	R	T	71.10%	0.67	32.3	-3.26	2			586.03	2,340.09	2,341.12	4	-0.02207	-9.429	3,014.74	267710	76	98
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	70.80%	1	1	1	0.01%	0.75%	possibly correct		042117HMMSample2.21489.21489.5 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21489"	mSEPGGGGGEDGSAGLEVSAVqnVADVSVLQKHLR	-	K	53.20%	0.66	32.7	-0.45	2		m1: Oxidation (+15.99), n-term: Acetyl (+42.01), q22: Deamidated (+0.98), n23: Deamidated (+0.98)	703.14	3,510.66	3,510.67	5	1.005	0.7141	3,464.10	852818	1	35
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.9429.9429.1 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9429"	ccTESLVNR	K	R	99.70%	38.6	27.7	29.4	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		1,138.50	1,137.49	1,138.50	1	0.002023	1.777	1,585.14	251697	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.14693.14693.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14693"	ccTESLVNR	K	R	99.70%	40	27.3	40	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		569.75	1,137.49	1,138.50	2	-0.005253	-4.614	2,417.00	486052	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.10431.10431.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10431"	ccTESLVNR	K	R	99.70%	46	27	38.8	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		570.25	1,138.49	1,138.50	2	0.9947	-7.004	1,750.17	366273	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.9415.9415.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9415"	ccTESLVNR	K	R	99.70%	50.4	27.7	47.1	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		569.754415	1,137.49	1,138.50	2	0.003577	3.142	1,582.97	7909430	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.14752.14752.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14752"	KVPqVSTPTLVEVSR	K	N	79.90%	27	27	23.6	2		q4: Deamidated (+0.98)	821.48	1,640.95	1,640.92	2	1.031	17.13	2,426.28	199546	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.25647.25647.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25647"	KVPQVSTPTLVEVSR	K	N	81.20%	32.3	27.8	4.14	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	4,128.67	994939	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.23009.23009.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23009"	KVPQVSTPTLVEVSR	K	N	85.30%	33.7	27.8	3.39	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,705.05	789164	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.18921.18921.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18921"	KVPQVSTPTLVEVSR	K	N	93.50%	37.5	27.8	2.97	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,071.27	548065	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.21351.21351.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21351"	KVPQVSTPTLVEVSR	K	N	98.50%	45	27.8	3.93	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,444.59	712475	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.18290.18290.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18290"	KVPQVSTPTLVEVSR	K	N	98.80%	50.4	27.8	7.5	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	2,973.08	356093	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.22461.22461.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22461"	KVPQVSTPTLVEVSR	K	N	98.90%	33.3	26.8	28.9	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,617.95	1130210	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.14656.14656.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14656"	KVPQVSTPTLVEVSR	K	N	99.20%	32.9	27.7	29.6	2			820.47	1,638.93	1,639.94	2	-0.005122	-3.123	2,411.28	176087	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.19559.19559.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19559"	KVPQVSTPTLVEVSR	K	N	99.50%	53.3	27.8	12	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,167.00	479025	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.21844.21844.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21844"	KVPQVSTPTLVEVSR	K	N	99.70%	35.8	26.8	35.8	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,520.14	583143	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.17712.17712.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17712"	KVPQVSTPTLVEVSR	K	N	99.70%	37.9	26.8	37.9	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,884.14	479027	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.15275.15275.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15275"	KVPQVSTPTLVEVSR	K	N	99.70%	41.7	27.1	41.7	2			820.474526	1,638.93	1,639.94	2	0.00393	2.396	2,507.35	2167140	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.16606.16606.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16606"	KVPQVSTPTLVEVSR	K	N	99.70%	43.8	26.8	38.8	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,713.37	1241870	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.17098.17098.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17098"	KVPQVSTPTLVEVSR	K	N	99.70%	43.9	26.8	36.2	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,788.69	514700	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.16123.16123.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16123"	KVPQVSTPTLVEVSR	K	N	99.70%	47.6	26.8	46.2	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,638.14	1451470	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.16578.16578.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16578"	KVPQVSTPTLVEVSR	K	N	99.70%	50.9	26.9	50.9	2			820.47482	1,638.94	1,639.94	2	0.004518	2.755	2,709.49	415175	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.20156.20156.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20156"	KVPQVSTPTLVEVSR	K	N	99.70%	51.4	26.8	51.4	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,259.35	802006	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.15767.15767.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15767"	KVPqVSTPTLVEVSR	K	N	99.70%	62.7	28	15.7	2		q4: Deamidated (+0.98)	820.97	1,639.93	1,640.92	2	0.01086	6.619	2,582.65	5110390	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.15636.15636.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15636"	KVPQVSTPTLVEVSR	K	N	99.70%	70.5	27.1	68.3	2			547.318506	1,638.93	1,639.94	3	0.00312	1.903	2,562.47	8653480	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.10971.10971.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10971"	LVTDLTK	K	V	81.70%	24.9	26	23.6	2			395.240808	788.467064	789.471846	2	0.002494	3.159	1,835.09	3965440	258	264
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.17047.17047.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17047"	VPQVSTPTLVEVSR	K	N	88.10%	29	29.2	22.2	2			504.620018	1,510.84	1,511.84	3	0.002656	1.757	2,781.35	1504680	439	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	4	8	26	0.16%	5.09%	possibly correct		042117HMMSample2.17038.17038.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17038"	VPQVSTPTLVEVSR	K	N	99.70%	80.9	29.1	78.8	2			756.427625	1,510.84	1,511.84	2	0.005128	3.392	2,780.05	5165530	439	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Cleavage and polyadenylation specificity factor subunit 6 OS=Homo sapiens GN=CPSF6 PE=1 SV=2	CPSF6_HUMAN	Human_20160909.fasta	59,211.00	100.00%	3	4	4	0.02%	7.99%	possibly correct		042117HMMSample2.7675.7675.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7675"	GAAPNVVYTYTGKR	K	I	78.70%	0.07	31.6	-2.1	2			499.6	1,495.78	1,496.79	3	-0.0001979	-0.1322	1,302.68	72,879.20	67	80
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Cleavage and polyadenylation specificity factor subunit 6 OS=Homo sapiens GN=CPSF6 PE=1 SV=2	CPSF6_HUMAN	Human_20160909.fasta	59,211.00	100.00%	3	4	4	0.02%	7.99%	possibly correct		042117HMMSample2.18393.18393.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18393"	TPLSEAEFEEImNR	R	N	99.70%	43.9	31.1	43.9	2		m12: Oxidation (+15.99)	841.9	1,681.79	1,681.77	2	1.019	9.588	2,988.50	257730	407	420
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Cleavage and polyadenylation specificity factor subunit 6 OS=Homo sapiens GN=CPSF6 PE=1 SV=2	CPSF6_HUMAN	Human_20160909.fasta	59,211.00	100.00%	3	4	4	0.02%	7.99%	possibly correct		042117HMMSample2.20390.20390.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20390"	VLISSLQDcLHGIESK	K	S	99.70%	35.7	31.1	35.7	2	c9: Carbamidomethyl (+57.02)		600.32	1,797.94	1,798.94	3	0.008437	4.69	3,294.87	211157	468	483
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Cleavage and polyadenylation specificity factor subunit 6 OS=Homo sapiens GN=CPSF6 PE=1 SV=2	CPSF6_HUMAN	Human_20160909.fasta	59,211.00	100.00%	3	4	4	0.02%	7.99%	possibly correct		042117HMMSample2.20407.20407.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20407"	VLISSLqDcLHGIESK	K	S	99.70%	57.7	31.6	53.9	2	c9: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98)	600.99	1,799.95	1,799.92	3	1.034	17.6	3,297.44	293933	468	483
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.12092.12092.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12092"	AEPVEVVAPR	K	G	99.70%	36.6	28.8	34.4	2			533.8	1,065.59	1,066.59	2	0.003578	3.355	2,011.62	2020000	487	496
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.15919.15919.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15919"	AmVEYEIDLQK	K	M	94.50%	29.2	31	26.7	2		m2: Oxidation (+15.99)	677.83	1,353.65	1,354.66	2	-0.003337	-2.463	2,606.67	569948	685	695
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.19191.19191.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19191"	FYPLEIDYGQDEEAVKK	K	L	99.70%	54.2	32.6	44.2	2			682.003398	2,042.99	2,043.99	3	0.004396	2.151	3,113.43	725579	638	654
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.11337.11337.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11337"	GDEVDGVDEVAK	K	K	82.30%	24.2	29.3	23.5	2			616.79	1,231.57	1,232.56	2	0.008378	6.797	1,892.27	332638	210	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.13743.13743.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13743"	GGAAVDPDSGLEHSAHVLEK	K	G	99.70%	36.1	32.5	36.1	2			663.66	1,987.96	1,988.97	3	-0.001998	-1.005	2,271.95	277213	529	548
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.11940.11940.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11940"	GGSDDSSKDPIDVNYEK	R	L	99.70%	40.8	30.2	34.8	2			609.28	1,824.82	1,825.81	3	0.0165	9.038	1,987.30	979538	780	796
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.15081.15081.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15081"	GIYFADmVSK	K	S	99.40%	31	30.3	30.8	2		m7: Oxidation (+15.99)	573.78	1,145.55	1,146.55	2	0.002663	2.323	2,477.09	697959	894	903
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.16394.16394.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16394"	HPDVEVDGFSELR	R	W	99.20%	35.1	30.6	26.1	2			750.36	1,498.71	1,499.71	2	0.00007806	0.05205	2,681.39	613977	66	78
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.11051.11051.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11051"	KPPLLNNADSVQAK	K	V	99.70%	42.6	29.3	15.6	2			748.42	1,494.83	1,494.83	2	1.005	1.571	1,847.83	1229940	748	761
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.12068.12068.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12068"	LqLLEDDKENR	K	Y	75.70%	30.7	32.5	11.2	2		q2: Deamidated (+0.98)	458.91	1,373.71	1,373.69	3	1.024	15.83	2,007.73	2356830	572	582
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.13849.13849.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13849"	QQVPSGESAILDR	K	V	96.90%	32.8	31.5	26.4	2			700.36	1,398.71	1,399.72	2	-0.005022	-3.588	2,287.63	1028360	270	282
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.17905.17905.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17905"	SDAYYcTGDVTAWTK	K	C	99.70%	51.3	27.4	51.3	2	c6: Carbamidomethyl (+57.02)		869.88	1,737.75	1,737.74	2	1.01	4.247	2,913.01	299451	306	320
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.17073.17073.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17073"	TLGDFAAEYAK	K	S	96.00%	29.3	30.4	28.3	2			593.8	1,185.59	1,185.58	2	1.014	9.48	2,785.01	1212470	109	119
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.21693.21693.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21693"	TTNFAGILSQGLR	R	I	99.70%	58.1	31.1	15.5	2			689.88	1,377.75	1,377.75	2	1.004	0.9787	3,496.14	691216	866	878
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.23800.23800.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23800"	VFSATLGLVDIVK	K	G	89.80%	26.1	25	26.1	2			681.91	1,361.81	1,361.80	2	1.009	4.366	3,831.04	1407270	552	564
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.19734.19734.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19734"	VVSEDFLQDVSASTK	R	S	96.70%	30.5	32	27.3	2			812.91	1,623.81	1,624.81	2	0.006178	3.802	3,194.47	846449	453	467
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	16	17	17	0.11%	21.20%	possibly correct		042117HMMSample2.19834.19834.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19834"	VVSEDFLqDVSASTK	R	S	99.70%	63.6	32.2	60.8	2		q8: Deamidated (+0.98)	813.91	1,625.81	1,625.79	2	1.022	11.95	3,210.02	2560200	453	467
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	100.00%	5	5	5	0.03%	17.00%	possibly correct		042117HMMSample2.24751.24751.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24751"	AVTPPmPLLTPATPGGLPPAAAVAAAAATAK	K	I	84.30%	24.8	26	24.8	2		m6: Oxidation (+15.99)	937.86	2,810.56	2,810.55	3	1.017	4.929	3,984.65	185267	302	332
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	100.00%	5	5	5	0.03%	17.00%	possibly correct		042117HMMSample2.18049.18049.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18049"	DIDDDLEGEVTEEcGK	K	F	99.70%	62	25	62	2	c14: Carbamidomethyl (+57.02)		912.38	1,822.75	1,823.75	2	0.003513	1.926	2,934.46	225300	474	489
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	100.00%	5	5	5	0.03%	17.00%	possibly correct		042117HMMSample2.19120.19120.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19120"	LGLPPLTPEQQEALQK	K	A	99.70%	46.8	29.8	42.8	2			881.49	1,760.97	1,761.97	2	-0.002222	-1.261	3,102.86	344457	54	69
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	100.00%	5	5	5	0.03%	17.00%	possibly correct		042117HMMSample2.20850.20850.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20850"	VGRPSNIGQAQPIIDQLAEEAR	K	A	96.20%	38.9	31.3	1.37	2			788.42	2,362.24	2,362.25	3	0.9978	-2.085	3,367.14	407298	202	223
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	100.00%	5	5	5	0.03%	17.00%	possibly correct		042117HMMSample2.11003.11003.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11003"	VVAEVYDQER	K	F	99.70%	34.2	31.7	34.2	2			604.3	1,206.59	1,207.60	2	-0.002622	-2.171	1,840.31	334189	542	551
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	91.80%	1	1	1	0.01%	0.04%	possibly correct		042117HMMSample2.16681.16681.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16681"	DDVEAPKIKVDVK	R	F	80.70%	0.41	30.5	-3.29	2			728.91	1,455.81	1,455.81	2	1.007	2.986	2,724.31	344614	22381	22393
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM2 PE=1 SV=2	SRRM2_HUMAN	Human_20160909.fasta	299,621.60	65.50%	1	1	1	0.01%	1.02%	possibly correct		042117HMMSample2.27356.27356.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27356"	TPAAAAAmnLASPRTAVAPSAVnLADPR	R	T	74.20%	0.46	32.3	-1.52	2		m8: Oxidation (+15.99), n9: Deamidated (+0.98), n23: Deamidated (+0.98)	908.47	2,722.39	2,722.38	3	1.013	3.608	4,404.84	335174	2261	2288
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	53.40%	1	1	1	0.01%	0.30%	possibly correct		042117HMMSample2.20921.20921.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20921"	VISPTGnEAmVPSVcFTVPPPNK	K	E	63.40%	0.63	32.9	-1.24	2	c15: Carbamidomethyl (+57.02)	n7: Deamidated (+0.98), m10: Oxidation (+15.99)	1,230.10	2,458.19	2,458.20	2	0.9933	-3.841	3,377.78	215056	924	946
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.10598.10598.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10598"	AAPGAEFAPNK	R	R	88.90%	29.2	30.1	23.4	2			536.78	1,071.55	1,072.54	2	0.01048	9.769	1,774.84	1530630	457	467
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.9322.9322.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9322"	AAPGAEFAPNKR	R	R	98.10%	34.8	30.7	24.5	2			410.220373	1,227.64	1,228.64	3	0.003221	2.622	1,567.60	947362	457	468
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.10873.10873.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10873"	AVVIVDDR	R	G	99.00%	36.8	29.8	25.4	2			443.754967	885.495382	886.499346	2	0.003312	3.736	1,820.41	1118540	177	184
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.16979.16979.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16979"	FAQPGSFEYEYAmR	R	W	90.10%	34.3	28.4	4.02	2		m13: Oxidation (+15.99)	856.88	1,711.75	1,711.74	2	1.011	4.633	2,770.76	386654	257	270
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.16995.16995.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16995"	FAQPGSFEYEYAmR	R	W	99.70%	39.1	28.4	39.1	2		m13: Oxidation (+15.99)	856.38	1,710.75	1,711.74	2	0.01066	6.229	2,773.27	616101	257	270
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.19217.19217.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19217"	FGQAATmEGIGAIGGTPPAFNR	R	A	90.30%	26.6	33.3	24.9	2		m7: Oxidation (+15.99)	727.03	2,178.07	2,179.06	3	0.01509	6.924	3,117.01	365378	435	456
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.19247.19247.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19247"	FGqAATmEGIGAIGGTPPAFNR	R	A	99.70%	109	33.2	58.2	2		q3: Deamidated (+0.98), m7: Oxidation (+15.99)	1,091.04	2,180.07	2,180.04	2	1.028	11.75	3,121.28	202774	435	456
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.6230.6230.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=6230"	LEmEmEAAR	K	H	73.50%	23.8	25.9	23.8	2		m3: Oxidation (+15.99), m5: Oxidation (+15.99)	556.24	1,110.47	1,111.48	2	-0.003152	-2.836	1,063.64	100424	296	304
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Non-POU domain-containing octamer-binding protein OS=Homo sapiens GN=NONO PE=1 SV=4	NONO_HUMAN	Human_20160909.fasta	54,231.60	100.00%	7	8	9	0.06%	17.20%	possibly correct		042117HMMSample2.20454.20454.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20454"	LFVGnLPPDITEEEmR	R	K	97.10%	39.2	32.4	2.01	2		n5: Deamidated (+0.98), m15: Oxidation (+15.99)	938.96	1,875.91	1,876.90	2	0.01275	6.791	3,305.09	530557	76	91
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1	KRT86_HUMAN	Human_20160909.fasta	53,499.90	100.00%	3	4	4	0.02%	8.02%	possibly correct		042117HMMSample2.12159.12159.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12159"	AQYDDIVTR	K	S	99.70%	43.9	31.2	22.5	2			540.77	1,079.53	1,080.53	2	0.0005781	0.535	2,022.37	904739	280	288
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1	KRT86_HUMAN	Human_20160909.fasta	53,499.90	100.00%	3	4	4	0.02%	8.02%	possibly correct		042117HMMSample2.14105.14105.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14105"	LAELEGALQK	K	A	93.70%	34	29.7	19.1	2			536.31	1,070.61	1,071.60	2	0.008078	7.538	2,328.26	2443600	368	377
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1	KRT86_HUMAN	Human_20160909.fasta	53,499.90	100.00%	3	4	4	0.02%	8.02%	possibly correct		042117HMMSample2.16841.16841.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16841"	LEAAVAQSEQQGEAALSDAR	K	C	99.70%	60	32.6	55.7	2			682.003648	2,042.99	2,043.99	3	0.002146	1.05	2,749.44	453979	346	365
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1	KRT86_HUMAN	Human_20160909.fasta	53,499.90	100.00%	3	4	4	0.02%	8.02%	possibly correct		042117HMMSample2.16829.16829.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16829"	LEAAVAQSEQQGEAALSDAR	K	C	99.70%	102	32.6	89.4	2			1,022.50	2,042.99	2,043.99	2	-0.001522	-0.7446	2,747.89	226786	346	365
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.9655.9655.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9655"	AEAESLYQSK	K	Y	65.70%	25.5	30.6	19.5	2			563.28	1,124.55	1,125.54	2	0.01048	9.309	1,622.49	826799	367	376
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.13925.13925.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13925"	FLEQQNQVLQTK	R	W	99.70%	46	32.1	37.8	2			738.4	1,474.79	1,475.79	2	0.007278	4.932	2,300.17	2388790	200	211
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.10051.10051.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10051"	GGGGGGYGSGGSSYGSGGGSYGSGGGGGGGR	R	G	99.70%	79.8	25	79.8	2			1,192.99	2,383.97	2,383.95	2	1.02	7.4	1,686.90	69,522.70	519	549
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.17315.17315.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17315"	LNDLEDALQQAK	K	E	99.70%	38.3	32.4	26.5	2			679.86	1,357.71	1,357.70	2	1.017	10.27	2,822.92	863882	444	455
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.9816.9816.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9816"	NmQDmVEDYR	K	N	99.70%	43.2	25	43.2	2		m2: Oxidation (+15.99), m5: Oxidation (+15.99)	667.27	1,332.53	1,332.52	2	1.013	7.813	1,649.51	323759	258	267
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.16100.16100.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16100"	QISNLQQSISDAEQR	K	G	99.30%	77	32.6	5.82	2			859.43	1,716.85	1,716.85	2	1.001	-0.728	2,634.45	377785	418	432
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.25128.25128.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25128"	SLDLDSIIAEVK	R	A	99.70%	46	32.1	35.6	2			651.86	1,301.71	1,302.72	2	-0.002622	-2.013	4,044.71	801384	344	355
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.20222.20222.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20222"	SLNNQFASFIDK	K	V	99.70%	69.4	31.8	61	2			692.35	1,382.69	1,383.69	2	0.002378	1.719	3,269.18	2054930	186	197
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	9	9	9	0.06%	19.40%	possibly correct		042117HMMSample2.14623.14623.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14623"	TNAENEFVTIK	R	K	99.70%	52.4	31.8	35.2	2			633.325879	1,264.64	1,265.64	2	0.007236	5.717	2,406.42	1084450	278	288
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serine/arginine-rich splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=2	SRSF1_HUMAN	Human_20160909.fasta	27,745.10	100.00%	3	3	3	0.02%	12.10%	possibly correct		042117HMMSample2.16084.16084.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16084"	DGTGVVEFVR	R	K	99.70%	37.2	31.8	30.5	2			539.78	1,077.55	1,078.55	2	-0.0001219	-0.1131	2,632.07	935294	155	164
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serine/arginine-rich splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=2	SRSF1_HUMAN	Human_20160909.fasta	27,745.10	100.00%	3	3	3	0.02%	12.10%	possibly correct		042117HMMSample2.14377.14377.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14377"	EAGDVcYADVYR	R	D	99.70%	42.5	26.3	42.5	2	c6: Carbamidomethyl (+57.02)		709.81	1,417.61	1,417.61	2	1.007	3.302	2,371.49	599856	143	154
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Serine/arginine-rich splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=2	SRSF1_HUMAN	Human_20160909.fasta	27,745.10	100.00%	3	3	3	0.02%	12.10%	possibly correct		042117HMMSample2.5252.5252.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=5252"	KLDnTKFR	R	S	68.20%	0.09	30.5	-1.96	2		n4: Deamidated (+0.98)	511.778289	1,021.54	1,022.56	2	-0.01376	-13.46	903.287	104725	174	181
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.24557.24557.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24557"	DIENQYETQITqIEHEVSSSGQEVQSSAK	K	E	98.60%	91.5	32.3	12.5	2		q12: Deamidated (+0.98)	1,089.18	3,264.52	3,265.50	3	0.02739	8.386	3,952.57	185616	340	368
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.18746.18746.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18746"	EIETYHNLLEGGQEDFESSGAGK	K	I	99.70%	79	30.8	22.4	2			837.72	2,510.14	2,510.13	3	1.013	4.25	3,044.15	252506	450	472
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.18763.18763.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18763"	EIETYHNLLEGGQEDFESSGAGK	K	I	99.70%	87.3	31.2	83.1	2			837.39	2,509.15	2,510.13	3	0.0234	9.323	3,047.03	416507	450	472
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.7733.7733.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7733"	FSSSSGYGGGSSR	R	V	99.70%	33.4	25.6	33.4	2			618.27	1,234.53	1,235.53	2	0.004078	3.301	1,312.47	70,293.30	47	59
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.7704.7704.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7704"	GGSGGSYGGGGSGGGYGGGSGSR	R	G	99.70%	33.1	25	33.1	2			896.37	1,790.73	1,791.73	2	0.004678	2.611	1,307.50	49,896.70	491	513
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.13854.13854.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13854"	QGVDADINGLR	R	Q	96.60%	34.2	29.9	23.2	2			579.300811	1,156.59	1,157.59	2	0.0032	2.764	2,288.47	1449650	251	261
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.8609.8609.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8609"	SGGGGGGGLGSGGSIR	R	S	99.70%	48.7	30.8	40.5	2			616.8	1,231.59	1,232.60	2	-0.005422	-4.399	1,452.79	208766	14	29
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.15202.15202.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15202"	TLLDIDNTR	K	M	99.70%	40.3	32.5	30.9	2			530.79	1,059.57	1,060.56	2	0.009178	8.654	2,496.45	624175	225	233
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.13590.13590.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13590"	VQALEEANNDLENK	K	I	83.20%	26.2	31.2	23.7	2			529.59	1,585.75	1,586.77	3	-0.0103	-6.49	2,248.23	452082	171	184
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	8	9	10	0.06%	22.20%	possibly correct		042117HMMSample2.13519.13519.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13519"	VQALEEANNDLENK	K	I	99.70%	69.5	31.7	56.7	2			793.89	1,585.77	1,586.77	2	0.006978	4.398	2,237.34	300997	171	184
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.9217.9217.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9217"	AGFAGDDAPR	K	A	99.70%	42.7	29.2	38.6	2			488.73	975.445448	976.448446	2	0.004278	4.381	1,550.05	612160	19	28
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.8189.8189.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8189"	DSYVGDEAQSK	K	R	95.90%	29.5	28	28.3	2			599.77	1,197.53	1,198.52	2	0.01038	8.659	1,386.52	187227	51	61
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.11117.11117.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11117"	QEYDESGPSIVHR	K	K	99.70%	49.9	31.1	42.5	2			506.58	1,516.72	1,516.70	3	1.023	13.16	1,859.17	505605	360	372
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.20886.20886.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20886"	SYELPDGQVITIGNER	K	F	99.70%	70.1	32.7	59.4	2			895.95	1,789.89	1,790.89	2	0.0005781	0.3228	3,372.70	1115030	239	254
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.21709.21709.4 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21709"	TTGIVmDSGDGVTHTVPIYEGYALPHAILR	R	L	99.70%	35	32.6	35	2		m6: Oxidation (+15.99)	800.66	3,198.61	3,199.61	4	0.008511	2.66	3,498.83	323581	148	177
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1	ACTB_HUMAN,ACTG_HUMAN	Human_20160909.fasta	41,737.80	100.00%	6	6	6	0.04%	26.10%	possibly correct		042117HMMSample2.16972.16972.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16972"	VAPEEHPVLLTEAPLNPK	R	A	97.50%	39.8	29.8	9.89	2			652.026683	1,953.06	1,954.06	3	0.0008511	0.4355	2,769.60	1582820	96	113
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5	K2C6B_HUMAN	Human_20160909.fasta	60,068.60	96.30%	1	1	1	0.01%	2.13%	possibly correct		042117HMMSample2.25202.25202.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25202"	NLDLDSIIAEVK	R	A	97.50%	39.6	31.6	9.32	2			665.87	1,329.73	1,329.73	2	1.006	2.818	4,056.50	724771	327	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.10873.10873.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10873"	AVVIVDDR	R	G	99.00%	36.8	29.8	25.4	2			443.754967	885.495382	886.499346	2	0.003312	3.736	1,820.41	1118540	400	407		NONO_HUMAN
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.10435.10435.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10435"	FGQGGAGPVGGQGPR	R	G	99.70%	37.5	31.1	36.3	2			671.34	1,340.67	1,341.67	2	0.006578	4.903	1,750.78	128091	667	681
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.8653.8653.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8653"	GmGPGTPAGYGR	R	G	99.70%	51.6	28.9	51.6	2		m2: Oxidation (+15.99)	568.76	1,135.51	1,136.52	2	-0.002837	-2.496	1,459.61	272009	682	693
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.23844.23844.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23844"	LFVGnLPADITEDEFK	R	R	99.70%	35.3	32.5	33.4	2		n5: Deamidated (+0.98)	905.46	1,808.91	1,808.90	2	1.017	7.975	3,838.00	645686	299	314
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.23819.23819.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23819"	LFVGNLPADITEDEFK	R	R	99.70%	60.2	32.6	15	2			904.96	1,807.91	1,807.91	2	1.001	-0.8572	3,834.22	372281	299	314
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.21798.21798.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21798"	LFVGnLPADITEDEFKR	R	L	98.30%	29.9	32.3	29.9	2		n5: Deamidated (+0.98)	656.01	1,965.01	1,965.00	3	1.019	8.167	3,512.36	287433	299	315
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 SV=2	SFPQ_HUMAN	Human_20160909.fasta	76,149.50	100.00%	4	6	6	0.04%	7.36%	possibly correct		042117HMMSample2.21813.21813.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21813"	LFVGNLPADITEDEFKR	R	L	99.70%	41.6	32.9	35.9	2			655.34	1,963.00	1,964.01	3	-0.007198	-3.665	3,514.87	407310	299	315
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	100.00%	4	4	4	0.02%	8.08%	possibly correct		042117HMMSample2.26026.26026.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=26026"	aAGVEAAAEVAATEIK	M	M	99.70%	72.4	31.6	70.3	1		n-term: Acetyl (+42.01)	771.91	1,541.81	1,542.80	2	0.01171	7.591	4,190.11	365997	2	17
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	100.00%	4	4	4	0.02%	8.08%	possibly correct		042117HMMSample2.22179.22179.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22179"	AFITNIPFDVK	R	W	77.60%	25.3	30.6	21	2			632.85	1,263.69	1,264.69	2	-0.001022	-0.8081	3,573.19	671222	73	83
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	100.00%	4	4	4	0.02%	8.08%	possibly correct		042117HMMSample2.11188.11188.2 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11188"	FESPEVAER	K	A	99.70%	52.1	31.3	43.6	2			532.26	1,062.51	1,063.51	2	0.007278	6.843	1,869.86	464655	699	707
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	2	042117HMMSample2 (F002684)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	100.00%	4	4	4	0.02%	8.08%	possibly correct		042117HMMSample2.16766.16766.3 File:"042117HMMSample2.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16766"	GNFGGSFAGSFGGAGGHAPGVAR	R	K	90.30%	25.9	31.6	25.9	2			678.99	2,033.95	2,034.95	3	0.002402	1.18	2,737.78	288677	628	650
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=4	SEPT8_HUMAN	Human_20160909.fasta	55,756.40	100.00%	3	3	3	0.02%	10.10%	possibly correct		042117HMMControl.32034.32034.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=32034"	EmLIRVNmEDLREQTHSR	R	H	92.90%	0.67	32.1	0	2		m2: Oxidation (+15.99), m8: Oxidation (+15.99)	1,145.54	2,289.07	2,289.11	2	0.9651	-16.41	5,132.22	45,328.10	278	295
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=4	SEPT8_HUMAN	Human_20160909.fasta	55,756.40	100.00%	3	3	3	0.02%	10.10%	possibly correct		042117HMMControl.15030.15030.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15030"	NRSDIGAHqPGmSLSSSKVMmTK	K	A	99.70%	1.42	32.5	-3.39	2		q9: Deamidated (+0.98), m12: Oxidation (+15.99), m21: Oxidation (+15.99)	832.4	2,494.18	2,495.17	3	0.01656	6.635	2,484.53	1116970	429	451
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=4	SEPT8_HUMAN	Human_20160909.fasta	55,756.40	100.00%	3	3	3	0.02%	10.10%	possibly correct		042117HMMControl.7455.7455.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7455"	QmFVNKVK	R	E	68.40%	0.77	29.2	-1.03	2		m2: Oxidation (+15.99)	505.28	1,008.55	1,009.55	2	0.002763	2.737	1,273.81	107666	346	353
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5	K2C6B_HUMAN	Human_20160909.fasta	60,068.60	100.00%	4	4	4	0.02%	12.10%	possibly correct		042117HMMControl.21355.21355.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21355"	EYqELMnVKLALDVEIATYR	K	K	99.70%	0.07	32.9	0	2		q3: Deamidated (+0.98), n7: Deamidated (+0.98)	1,200.59	2,399.17	2,400.20	2	-0.02775	-11.56	3,448.72	287230	447	466
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5	K2C6B_HUMAN	Human_20160909.fasta	60,068.60	100.00%	4	4	4	0.02%	12.10%	possibly correct		042117HMMControl.14817.14817.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14817"	ISIGGGScAISGGYGSR	R	A	99.70%	76.8	31.7	75.9	2	c8: Carbamidomethyl (+57.02)		800.39	1,598.77	1,598.76	2	1.013	6.679	2,451.10	189929	70	86
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5	K2C6B_HUMAN	Human_20160909.fasta	60,068.60	100.00%	4	4	4	0.02%	12.10%	possibly correct		042117HMMControl.13015.13015.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13015"	SGFSSISVSR	R	S	99.70%	32.2	29.6	28.6	2			513.77	1,025.53	1,026.52	2	0.01138	11.08	2,176.79	346355	31	40
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5	K2C6B_HUMAN	Human_20160909.fasta	60,068.60	100.00%	4	4	4	0.02%	12.10%	possibly correct		042117HMMControl.23610.23610.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23610"	TAAEnEFVTLKKDVDAAYmnK	R	V	99.70%	0.11	33	0	2		n5: Deamidated (+0.98), m19: Oxidation (+15.99), n20: Deamidated (+0.98)	793.06	2,376.16	2,376.13	3	1.038	14.73	3,794.42	583181	261	281
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.11218.11218.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11218"	AFqKELGK	K	R	77.70%	0.21	29.9	-0.44	2		q3: Deamidated (+0.98)	461.749658	921.484764	921.504162	2	0.9879	-16.1	1,893.82	454758	6859	6866
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.10733.10733.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10733"	KFcLENMTQK	K	F	64.70%	2.05	30.2	-0.48	2	c3: Carbamidomethyl (+57.02)		650.32	1,298.63	1,298.62	2	1.009	5.143	1,815.66	234211	5054	5063
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.19226.19226.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19226"	MYLGEGEVLVEGLVEEENRHLK	K	L	99.20%	1.05	33.1	-1.51	2			848.43	2,542.27	2,543.28	3	-0.005798	-2.28	3,127.92	1143680	2842	2863
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.14326.14326.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14326"	TSLADDNLKLDDmLSELRDK	K	W	89.70%	1.24	33	-0.17	2		m13: Oxidation (+15.99)	578.04	2,308.13	2,308.13	4	1.004	0.5554	2,376.82	498798	6775	6794
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.23847.23847.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23847"	VISPTGnEAmVPSVcFTVPPPNK	K	E	92.30%	0.98	33	0	2	c15: Carbamidomethyl (+57.02)	n7: Deamidated (+0.98), m10: Oxidation (+15.99)	820.07	2,457.19	2,458.20	3	-0.003994	-1.625	3,831.08	542532	924	946
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Dystonin OS=Homo sapiens GN=DST PE=1 SV=4	DYST_HUMAN	Human_20160909.fasta	860,676.00	100.00%	5	5	6	0.03%	1.10%	possibly correct		042117HMMControl.22270.22270.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22270"	VISPTGnEAmVPSVcFTVPPPNK	K	E	99.70%	0.01	32.8	0.01	2	c15: Carbamidomethyl (+57.02)	n7: Deamidated (+0.98), m10: Oxidation (+15.99)	820.4	2,458.18	2,458.20	3	0.986	-6.8	3,587.28	2625810	924	946
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.11943.11943.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11943"	AEPVEVVAPR	K	G	99.70%	45.9	28.8	41.2	2			533.8	1,065.59	1,066.59	2	0.003578	3.355	2,005.86	1459510	487	496
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.15736.15736.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15736"	AmVEYEIDLQK	K	M	99.70%	47.9	31	38.9	2		m2: Oxidation (+15.99)	677.83	1,353.65	1,354.66	2	-0.003337	-2.463	2,595.90	684459	685	695
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.11847.11847.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11847"	DSEEAEIIR	R	K	99.70%	43.5	31.3	25.4	2			531.261635	1,060.51	1,061.51	2	0.004948	4.661	1,991.37	1198610	807	815
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.21274.21274.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21274"	FYPLEIDYGQDEEAVK	K	K	99.70%	48	32.1	11.1	2			958.96	1,915.91	1,915.90	2	1.016	7.173	3,437.59	2038740	638	653
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.21275.21275.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21275"	FYPLEIDYGQDEEAVK	K	K	99.70%	55.8	32	51.2	2			958.46	1,914.91	1,915.90	2	0.01648	8.601	3,437.75	1814450	638	653
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.18995.18995.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18995"	FYPLEIDYGQDEEAVKK	K	L	99.70%	41.8	32.5	29.9	2			682	2,042.98	2,043.99	3	-0.005798	-2.837	3,095.17	1548310	638	654
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.18834.18834.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18834"	FYTLIPHDFGmK	R	K	83.90%	0.87	31.2	0	2		m11: Oxidation (+15.99)	495.58	1,483.72	1,484.72	3	0.000987	0.6648	3,070.00	1926530	736	747
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.11158.11158.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11158"	GDEVDGVDEVAK	K	K	99.70%	43.1	29.3	38.2	2			616.79	1,231.57	1,232.56	2	0.008378	6.797	1,884.61	220489	210	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.14927.14927.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14927"	GIYFADmVSK	K	S	99.70%	29.9	30.3	29.9	2		m7: Oxidation (+15.99)	573.78	1,145.55	1,146.55	2	0.002663	2.323	2,467.95	634133	894	903
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.16235.16235.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16235"	HPDVEVDGFSELR	R	W	99.70%	38.2	30.6	27.6	2			750.36	1,498.71	1,499.71	2	0.00007806	0.05205	2,673.08	437322	66	78
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.17506.17506.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17506"	IAPPEAPVTGYmFGK	R	G	99.70%	36.2	32.7	31.1	2		m12: Oxidation (+15.99)	797.4	1,592.79	1,593.80	2	-0.005637	-3.537	2,867.61	1882290	879	893
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.16735.16735.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16735"	IFPPETSASVAATPPPSTASAPAAVnSSASADKPLSNmK	R	I	60.50%	24.5	32.3	24.5	2		n26: Deamidated (+0.98), m38: Oxidation (+15.99)	947.23	3,784.89	3,784.86	4	1.039	9.711	2,748.96	154625	356	394
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.9693.9693.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9693"	KGDEVDGVDEVAK	R	K	99.70%	30.1	31.8	26.3	2			454.23	1,359.67	1,360.66	3	0.0161	11.83	1,647.09	760881	209	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.9672.9672.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9672"	KGDEVDGVDEVAK	R	K	99.70%	74.2	30.7	63.8	2			680.83	1,359.65	1,360.66	2	-0.006622	-4.867	1,643.54	169556	209	221
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.10860.10860.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10860"	KPPLLNNADSVQAK	K	V	99.70%	39.2	29.5	35.8	2			747.92	1,493.83	1,494.83	2	0.005078	3.397	1,836.28	1501030	748	761
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.14404.14404.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14404"	NREELGFRPEYSASQLK	K	G	72.80%	28.4	32.6	23.7	2			506.762104	2,023.02	2,024.02	4	0.006942	3.43	2,387.64	1344140	166	182
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.21251.21251.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21251"	NTHATTHNAYDLEVIDIFK	K	I	99.70%	48.2	33.2	8.85	2			735.04	2,202.10	2,202.08	3	1.023	9.066	3,434.30	1595710	820	838
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.30724.30724.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=30724"	QIQAAYSILSEVQQAVSQGSSDSQILDLSNR	R	F	99.70%	139	32.6	135	2			1,112.56	3,334.66	3,335.67	3	-0.006098	-1.828	4,920.38	166976	705	735
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.13670.13670.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13670"	QQVPSGESAILDR	K	V	99.70%	34.2	31.3	23.3	2			700.87	1,399.73	1,399.72	2	1.015	8.745	2,274.84	471570	270	282
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.17741.17741.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17741"	SDAYYcTGDVTAWTK	K	C	99.70%	53.9	27.5	53.9	2	c6: Carbamidomethyl (+57.02)		869.379067	1,736.74	1,737.74	2	0.008247	4.746	2,904.54	271609	306	320
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.29153.29153.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=29153"	SLQELFLAHILSPWGAEVK	K	A	99.70%	47.3	29.2	0	2			713.73	2,138.17	2,138.16	3	1.011	3.774	4,667.91	273974	468	486
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.29212.29212.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=29212"	SLqELFLAHILSPWGAEVK	K	A	99.70%	54.3	29.9	51.7	2		q3: Deamidated (+0.98)	714.06	2,139.16	2,139.15	3	1.017	6.568	4,677.51	946293	468	486
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.16912.16912.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16912"	TLGDFAAEYAK	K	S	95.60%	30.6	30.2	25.6	2			593.3	1,184.59	1,185.58	2	0.01398	11.79	2,775.10	894747	109	119
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.21614.21614.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21614"	TTNFAGILSQGLR	R	I	99.70%	72.2	31.3	62.3	2			689.38041	1,376.75	1,377.75	2	0.004898	3.555	3,488.72	912562	866	878
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.23755.23755.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23755"	VFSATLGLVDIVK	K	G	99.70%	38.3	25	38.3	2			681.91	1,361.81	1,361.80	2	1.009	4.366	3,817.24	1787410	552	564
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4	PARP1_HUMAN	Human_20160909.fasta	113,087.80	100.00%	23	25	26	0.15%	31.40%	possibly correct		042117HMMControl.11627.11627.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11627"	VVDRDSEEAEIIR	K	K	99.70%	38.4	32.4	20.5	2			510.93	1,529.77	1,530.78	3	-0.0004979	-0.3253	1,957.35	822858	803	815
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Centromere protein F OS=Homo sapiens GN=CENPF PE=1 SV=2	CENPF_HUMAN	Human_20160909.fasta	367,764.30	99.90%	3	3	3	0.02%	1.46%	possibly correct		042117HMMControl.25872.25872.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25872"	DELVRTTAqYDqASTK	R	Y	78.30%	1.32	31.7	1.32	2		q9: Deamidated (+0.98), q12: Deamidated (+0.98)	914.94	1,827.87	1,827.86	2	1.012	4.985	4,149.53	556287	341	356
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Centromere protein F OS=Homo sapiens GN=CENPF PE=1 SV=2	CENPF_HUMAN	Human_20160909.fasta	367,764.30	99.90%	3	3	3	0.02%	1.46%	possibly correct		042117HMMControl.22207.22207.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22207"	QcEELVqIKGEIEENLmK	K	A	90.40%	1.1	33	0	2	c2: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), m17: Oxidation (+15.99)	736.37	2,206.09	2,207.06	3	0.03811	17.27	3,578.39	567923	852	869
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Centromere protein F OS=Homo sapiens GN=CENPF PE=1 SV=2	CENPF_HUMAN	Human_20160909.fasta	367,764.30	99.90%	3	3	3	0.02%	1.46%	possibly correct		042117HMMControl.17341.17341.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17341"	QQLENnLEEFKQK	K	L	97.20%	0.56	33	0.53	2		n6: Deamidated (+0.98)	550.61	1,648.81	1,648.82	3	0.9976	-3.117	2,841.87	2924990	447	459
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.27905.27905.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27905"	ALVLIAFAqYLQQcPFEDHVK	K	L	72.70%	35	32.8	8.92	2	c14: Carbamidomethyl (+57.02)	q9: Deamidated (+0.98)	623.82391	2,491.27	2,491.27	4	1.005	0.7447	4,470.09	1032630	45	65
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.28636.28636.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28636"	ALVLIAFAqYLqqcPFEDHVK	K	L	99.70%	0.24	32.6	0	2	c14: Carbamidomethyl (+57.02)	q9: Deamidated (+0.98), q12: Deamidated (+0.98), q13: Deamidated (+0.98)	1,247.64	2,493.27	2,493.24	2	1.035	13.12	4,586.00	168638	45	65
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.28817.28817.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28817"	ALVLIAFAqYLQQcPFEDHVK	K	L	99.70%	37.3	32.8	9.11	2	c14: Carbamidomethyl (+57.02)	q9: Deamidated (+0.98)	831.429883	2,491.27	2,491.27	3	1.006	1.26	4,615.12	1895120	45	65
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.10773.10773.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10773"	ccTESLVNR	K	R	51.70%	29.7	28.7	23.8	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		569.76	1,137.51	1,138.50	2	0.01475	12.95	1,821.83	465717	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.9290.9290.1 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9290"	ccTESLVNR	K	R	72.50%	33	27.7	24.3	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		1,138.50	1,137.49	1,138.50	1	0.002023	1.777	1,579.86	187540	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.9278.9278.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9278"	ccTESLVNR	K	R	99.70%	49.8	27.7	46.8	2	c1: Carbamidomethyl (+57.02), c2: Carbamidomethyl (+57.02)		569.754301	1,137.49	1,138.50	2	0.003349	2.942	1,578.07	9472670	500	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.23560.23560.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23560"	KVPQVSTPTLVEVSR	K	N	61.90%	37.7	27.8	3.94	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,786.98	729493	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.18753.18753.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18753"	KVPQVSTPTLVEVSR	K	N	69.60%	38.4	27.8	7.28	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,057.71	407882	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.15801.15801.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15801"	KVPQVSTPTLVEVSR	K	N	99.70%	36.9	27.7	33.2	2			820.47	1,638.93	1,639.94	2	-0.005122	-3.123	2,606.40	355295	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.15151.15151.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15151"	KVPQVSTPTLVEVSR	K	N	99.70%	37.2	27.7	34.7	2			820.47	1,638.93	1,639.94	2	-0.005122	-3.123	2,503.27	902790	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.21655.21655.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21655"	KVPQVSTPTLVEVSR	K	N	99.70%	39	26.8	39	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,494.46	576221	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.17561.17561.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17561"	KVPQVSTPTLVEVSR	K	N	99.70%	42.2	26.8	42.2	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,876.27	403375	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.20994.20994.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20994"	KVPQVSTPTLVEVSR	K	N	99.70%	45.1	27.8	3.88	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	3,397.86	508057	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.16007.16007.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16007"	KVPQVSTPTLVEVSR	K	N	99.70%	47.8	26.8	42	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,636.82	1230670	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.18263.18263.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18263"	KVPQVSTPTLVEVSR	K	N	99.70%	50	27.8	4.55	2			547.65	1,639.93	1,639.94	3	0.9976	-3.124	2,982.30	391843	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.15669.15669.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15669"	KVPqVSTPTLVEVSR	K	N	99.70%	55	28.6	51.6	2		q4: Deamidated (+0.98)	821.47	1,640.93	1,640.92	2	1.011	4.954	2,584.84	1264890	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.15523.15523.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15523"	KVPQVSTPTLVEVSR	K	N	99.70%	53.3	26.8	47.7	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	2,561.77	6268500	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.20061.20061.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20061"	KVPQVSTPTLVEVSR	K	N	99.70%	53.3	26.8	53.3	2			547.32	1,638.94	1,639.94	3	0.007602	4.636	3,257.23	762148	438	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.17149.17149.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17149"	RPcFSALEVDETYVPK	R	E	96.00%	0.55	32.7	0.55	2	c3: Carbamidomethyl (+57.02)		637.65	1,909.93	1,910.93	3	0.003637	1.903	2,811.85	691450	509	524
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.12039.12039.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12039"	VHTEccHGDLLEcADDR	K	A	99.70%	44	25	41.5	2	c5: Carbamidomethyl (+57.02), c6: Carbamidomethyl (+57.02), c13: Carbamidomethyl (+57.02)		696.29	2,085.85	2,086.84	3	0.01761	8.437	2,021.82	631981	265	281
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.16940.16940.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16940"	VPQVSTPTLVEVSR	K	N	99.70%	36.4	29.1	31.8	2			504.621576	1,510.84	1,511.84	3	0.00733	4.848	2,779.55	1151790	439	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.16905.16905.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16905"	VPQVSTPTLVEVSR	K	N	99.70%	50.4	29.4	0.43	2			756.93	1,511.85	1,511.84	2	1.01	4.726	2,774.00	2494200	439	452
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2	ALBU_HUMAN	Human_20160909.fasta	69,366.90	100.00%	7	13	23	0.13%	13.30%	possibly correct		042117HMMControl.8752.8752.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8752"	VTKccTESLVNR	R	R	99.70%	35.4	31.7	19.1	2	c4: Carbamidomethyl (+57.02), c5: Carbamidomethyl (+57.02)		489.91	1,466.71	1,466.71	3	1.006	2.482	1,491.18	587856	497	508
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	5	5	5	0.03%	0.81%	possibly correct		042117HMMControl.19907.19907.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19907"	EMVETqINSVKcWVQETK	R	E	74.90%	1.58	32.4	1.58	2	c12: Carbamidomethyl (+57.02)	q6: Deamidated (+0.98)	737.69	2,210.05	2,210.05	3	1.009	2.62	3,233.43	3.43E+07	5326	5343
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	5	5	5	0.03%	0.81%	possibly correct		042117HMMControl.17218.17218.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17218"	HTEFFSQLDqR	R	V	71.10%	0.82	29.5	-0.43	2		q10: Deamidated (+0.98)	470.55	1,408.63	1,408.65	3	0.9862	-11.74	2,822.84	1899590	963	973
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	5	5	5	0.03%	0.81%	possibly correct		042117HMMControl.8549.8549.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8549"	ImnALSHK	R	E	67.20%	0.89	29.7	0	2		m2: Oxidation (+15.99), n3: Deamidated (+0.98)	465.740249	929.465946	930.471377	2	0.001845	1.983	1,456.66	604752	4940	4947
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	5	5	5	0.03%	0.81%	possibly correct		042117HMMControl.19666.19666.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19666"	RRHSELELNIAqnMVSqVK	K	D	99.70%	0.1	32.5	-0.51	2		q12: Deamidated (+0.98), n13: Deamidated (+0.98), q17: Deamidated (+0.98)	752.39	2,254.15	2,255.14	3	0.01055	4.68	3,195.47	2335740	4158	4176
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4	SYNE1_HUMAN	Human_20160909.fasta	1,011,100.60	100.00%	5	5	5	0.03%	0.81%	possibly correct		042117HMMControl.9049.9049.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9049"	VSQnGDILIEEmIEK	K	L	62.80%	5.78	32.6	-4.44	2		n4: Deamidated (+0.98), m12: Oxidation (+15.99)	434.72	1,734.85	1,734.85	4	1.011	4.935	1,540.03	1411110	7803	7817
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	100.00%	2	2	2	0.01%	0.77%	possibly correct		042117HMMControl.21818.21818.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21818"	qmVDmLVESSSNVEmILKFFDmFLKLK	R	D	99.70%	0.17	33	0.17	2		q1: Deamidated (+0.98), m2: Oxidation (+15.99), m5: Oxidation (+15.99), m15: Oxidation (+15.99), m22: Oxidation (+15.99)	822.65	3,286.57	3,287.60	4	-0.01795	-5.46	3,518.04	812570	4042	4068
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Ryanodine receptor 1 OS=Homo sapiens GN=RYR1 PE=1 SV=3	RYR1_HUMAN	Human_20160909.fasta	565,174.20	100.00%	2	2	2	0.01%	0.77%	possibly correct		042117HMMControl.17428.17428.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17428"	SPHEQEIKFFAK	K	I	98.10%	0.53	32.3	-0.35	2			731.39	1,460.77	1,460.75	2	1.019	11.39	2,855.52	2362520	2989	3000
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 OS=Homo sapiens GN=MACF1 PE=1 SV=4	MACF1_HUMAN	Human_20160909.fasta	838,314.20	100.00%	3	3	3	0.02%	0.77%	possibly correct		042117HMMControl.16477.16477.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16477"	AqVTGPSqISKTDK	K	S	83.40%	1.41	32.6	0	2		q2: Deamidated (+0.98), q8: Deamidated (+0.98)	488.25	1,461.73	1,461.74	3	0.9921	-7.287	2,708.95	614156	3126	3139
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 OS=Homo sapiens GN=MACF1 PE=1 SV=4	MACF1_HUMAN	Human_20160909.fasta	838,314.20	100.00%	3	3	3	0.02%	0.77%	possibly correct		042117HMMControl.21011.21011.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21011"	mSSDAKEFISIINPHnLK	R	G	99.30%	0.48	32.8	0	2		m1: Oxidation (+15.99), n16: Deamidated (+0.98)	687.68	2,060.02	2,061.03	3	-0.006829	-3.313	3,400.10	901692	2862	2879
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 OS=Homo sapiens GN=MACF1 PE=1 SV=4	MACF1_HUMAN	Human_20160909.fasta	838,314.20	100.00%	3	3	3	0.02%	0.77%	possibly correct		042117HMMControl.17987.17987.5 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17987"	nnmGNDTnEEqEKAVTKIEIISHMK	R	Q	96.00%	0.08	31.3	0.08	2		n1: Deamidated (+0.98), n2: Deamidated (+0.98), m3: Oxidation (+15.99), n8: Deamidated (+0.98), q11: Deamidated (+0.98)	579.67	2,893.31	2,893.31	5	1.013	3.504	2,941.18	210491	2905	2929
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	100.00%	3	3	3	0.02%	1.51%	possibly correct		042117HMMControl.19217.19217.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19217"	FYFDPKqTDVLQqLSIQmANAK	R	F	99.70%	0.13	33	-1.78	2		q7: Deamidated (+0.98), q13: Deamidated (+0.98), m18: Oxidation (+15.99)	868.77	2,603.29	2,603.27	3	1.025	8.688	3,126.71	1138110	1844	1865
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	100.00%	3	3	3	0.02%	1.51%	possibly correct		042117HMMControl.19167.19167.5 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19167"	GVWSELSKVWEQIDqMKEQPWVSVQPR	K	K	99.70%	0.32	32.9	-3.7	2		q15: Deamidated (+0.98)	655.13	3,270.61	3,270.63	5	0.9954	-2.23	3,120.14	162741	1331	1357
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Cytoplasmic dynein 1 heavy chain 1 OS=Homo sapiens GN=DYNC1H1 PE=1 SV=5	DYHC1_HUMAN	Human_20160909.fasta	532,405.60	100.00%	3	3	3	0.02%	1.51%	possibly correct		042117HMMControl.15002.15002.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15002"	KDSAIQQqVANLqmKIVQEDR	R	A	95.10%	0.92	33.4	0	2		q8: Deamidated (+0.98), q13: Deamidated (+0.98), m14: Oxidation (+15.99)	820.74	2,459.20	2,460.24	3	-0.03474	-14.12	2,480.46	1239210	1228	1248
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	4	4	4	0.02%	7.61%	possibly correct		042117HMMControl.9684.9684.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9684"	NmQDmVEDYR	K	N	99.70%	41.4	25	41.4	2		m2: Oxidation (+15.99), m5: Oxidation (+15.99)	666.77	1,331.53	1,332.52	2	0.01315	9.867	1,645.60	156033	258	267
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	4	4	4	0.02%	7.61%	possibly correct		042117HMMControl.25219.25219.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25219"	SLDLDSIIAEVK	R	A	99.70%	40	32.1	29.3	2			651.86	1,301.71	1,302.72	2	-0.002622	-2.013	4,047.60	863452	344	355
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	4	4	4	0.02%	7.61%	possibly correct		042117HMMControl.25816.25816.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=25816"	THNLEPYFESFInNLR	R	R	99.70%	52.1	32.6	9.07	2		n13: Deamidated (+0.98)	666	1,994.98	1,994.96	3	1.025	11.05	4,141.06	510638	224	239
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6	K2C1_HUMAN	Human_20160909.fasta	66,040.30	100.00%	4	4	4	0.02%	7.61%	possibly correct		042117HMMControl.14596.14596.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14596"	TNAENEFVTIK	R	K	99.70%	40.5	31.7	33.9	2			633.32	1,264.63	1,265.64	2	-0.004522	-3.573	2,417.14	273775	278	288
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3	SMG1_HUMAN	Human_20160909.fasta	410,499.50	100.00%	4	4	4	0.02%	1.75%	possibly correct		042117HMMControl.14619.14619.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14619"	AMAKDEEAALADGEDVPYEnSVR	K	Q	78.70%	0.34	29.8	0	2		n20: Deamidated (+0.98)	828.04	2,481.10	2,481.11	3	0.9967	-2.434	2,420.81	73,446.10	3431	3453
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3	SMG1_HUMAN	Human_20160909.fasta	410,499.50	100.00%	4	4	4	0.02%	1.75%	possibly correct		042117HMMControl.9275.9275.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9275"	KSQERSMSYSDESR	R	L	63.50%	1.27	29.9	1.27	2			845.89	1,689.77	1,689.75	2	1.023	12.04	1,577.58	133999	135	148
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3	SMG1_HUMAN	Human_20160909.fasta	410,499.50	100.00%	4	4	4	0.02%	1.75%	possibly correct		042117HMMControl.23998.23998.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23998"	nLmmEGAASSAGEqLVDLTSR	R	D	99.70%	0.62	31.1	-4.36	2		n1: Deamidated (+0.98), m3: Oxidation (+15.99), m4: Oxidation (+15.99), q14: Deamidated (+0.98)	1,108.01	2,214.01	2,213.99	2	1.023	8.933	3,854.73	1247430	2779	2799
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/threonine-protein kinase SMG1 OS=Homo sapiens GN=SMG1 PE=1 SV=3	SMG1_HUMAN	Human_20160909.fasta	410,499.50	100.00%	4	4	4	0.02%	1.75%	possibly correct		042117HMMControl.24689.24689.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24689"	SMSYSDESRLSNLLR	R	R	92.20%	0.24	31.2	0	2			586.95	1,757.83	1,757.85	3	0.9868	-9.055	3,963.18	684174	140	154
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Manganese-transporting ATPase 13A1 OS=Homo sapiens GN=ATP13A1 PE=1 SV=2	AT131_HUMAN	Human_20160909.fasta	132,957.80	99.50%	3	3	3	0.02%	4.40%	possibly correct		042117HMMControl.20516.20516.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20516"	ADSKAVIREIQnASHR	K	V	64.20%	2.71	31.2	-1.1	2		n12: Deamidated (+0.98)	898.480655	1,794.95	1,795.94	2	0.01307	7.279	3,327.07	1253640	727	742
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Manganese-transporting ATPase 13A1 OS=Homo sapiens GN=ATP13A1 PE=1 SV=2	AT131_HUMAN	Human_20160909.fasta	132,957.80	99.50%	3	3	3	0.02%	4.40%	possibly correct		042117HMMControl.19735.19735.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19735"	KmGnKPHMIqVYRSR	R	K	87.90%	0.96	33	0.96	2		m2: Oxidation (+15.99), n4: Deamidated (+0.98), q10: Deamidated (+0.98)	932.46	1,862.91	1,862.94	2	0.9762	-14.22	3,206.60	1326810	293	307
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Manganese-transporting ATPase 13A1 OS=Homo sapiens GN=ATP13A1 PE=1 SV=2	AT131_HUMAN	Human_20160909.fasta	132,957.80	99.50%	3	3	3	0.02%	4.40%	possibly correct		042117HMMControl.28853.28853.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28853"	SGLPPSEEqPTSqRDRLSQVLR	R	D	87.70%	1.22	32.9	0	2		q9: Deamidated (+0.98), q13: Deamidated (+0.98)	1,242.12	2,482.23	2,482.25	2	0.9792	-9.456	4,620.69	544545	918	939
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	4	4	4	0.02%	13.30%	possibly correct		042117HMMControl.24629.24629.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24629"	DIENQYETqITQIEHEVSSSGQEVQSSAK	K	E	99.70%	43.8	32.1	3.26	2		q9: Deamidated (+0.98)	1,089.51	3,265.51	3,265.50	3	1.017	4.487	3,953.59	614532	340	368
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	4	4	4	0.02%	13.30%	possibly correct		042117HMMControl.18604.18604.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18604"	EIETYHNLLEGGQEDFESSGAGK	K	I	99.70%	46.6	30	46.1	2			837.38	2,509.12	2,510.13	3	-0.006598	-2.629	3,034.57	173193	450	472
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	4	4	4	0.02%	13.30%	possibly correct		042117HMMControl.20357.20357.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20357"	MTLDDFRIKFEMEQNLR	R	Q	99.70%	0.39	32.9	-2.28	2			1,093.54	2,185.07	2,186.07	2	-0.0008219	-0.376	3,302.89	95,309.10	234	250
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3	K1C9_HUMAN	Human_20160909.fasta	62,065.90	100.00%	4	4	4	0.02%	13.30%	possibly correct		042117HMMControl.13397.13397.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13397"	VQALEEANNDLENK	K	I	99.70%	75.1	31.9	9.52	2			794.39	1,586.77	1,586.77	2	1.007	2.676	2,234.22	268644	171	184
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2	TOP1_HUMAN	Human_20160909.fasta	90,729.70	52.50%	1	1	1	0.01%	1.57%	possibly correct		042117HMMControl.12727.12727.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12727"	ELTAPDENIPAK	K	I	59.30%	2.75	31.2	0	2			649.34	1,296.67	1,297.66	2	0.009078	6.996	2,130.13	412275	604	615
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Acetyl-CoA carboxylase 2 OS=Homo sapiens GN=ACACB PE=1 SV=3	ACACB_HUMAN	Human_20160909.fasta	276,544.80	78.00%	1	1	1	0.01%	0.65%	possibly correct		042117HMMControl.22261.22261.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22261"	HLEPALAFqLELnRmR	R	N	82.40%	1.13	32.4	1.13	2		q9: Deamidated (+0.98), n13: Deamidated (+0.98), m15: Oxidation (+15.99)	978.49	1,954.97	1,956.00	2	-0.02817	-14.4	3,586.16	944560	1491	1506
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Myosin-6 OS=Homo sapiens GN=MYH6 PE=1 SV=5	MYH6_HUMAN	Human_20160909.fasta	223,740.50	98.40%	3	3	3	0.02%	2.68%	possibly correct		042117HMMControl.23762.23762.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23762"	KLAEQELIETSERVQLLHSQnTSLINqK	R	K	71.90%	0.46	29.4	0	2		n21: Deamidated (+0.98), q27: Deamidated (+0.98)	813.69	3,250.73	3,251.71	4	0.02609	8.025	3,818.35	100202	1702	1729
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Myosin-6 OS=Homo sapiens GN=MYH6 PE=1 SV=5	MYH6_HUMAN	Human_20160909.fasta	223,740.50	98.40%	3	3	3	0.02%	2.68%	possibly correct		042117HMMControl.6780.6780.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=6780"	KqLEVEK	R	L	80.50%	1.45	32.1	0	2		q2: Deamidated (+0.98)	437.749316	873.48408	874.488162	2	0.003194	3.652	1,160.79	162970	1533	1539
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Myosin-6 OS=Homo sapiens GN=MYH6 PE=1 SV=5	MYH6_HUMAN	Human_20160909.fasta	223,740.50	98.40%	3	3	3	0.02%	2.68%	possibly correct		042117HMMControl.15185.15185.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15185"	mAAEAQKQVKSLqSLLK	R	D	70.80%	0.07	28.6	-0.85	2		m1: Oxidation (+15.99), q13: Deamidated (+0.98)	630.69	1,889.05	1,890.04	3	0.01877	9.931	2,508.85	898054	1637	1653
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Conserved oligomeric Golgi complex subunit 1 OS=Homo sapiens GN=COG1 PE=1 SV=1	COG1_HUMAN	Human_20160909.fasta	108,981.00	100.00%	3	3	3	0.02%	5.82%	possibly correct		042117HMMControl.9481.9481.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9481"	GQFASSGLSmK	R	A	68.80%	1.64	28.8	-3.6	2		m10: Oxidation (+15.99)	564.77	1,127.53	1,128.54	2	-0.002737	-2.425	1,611.53	1118470	496	506
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Conserved oligomeric Golgi complex subunit 1 OS=Homo sapiens GN=COG1 PE=1 SV=1	COG1_HUMAN	Human_20160909.fasta	108,981.00	100.00%	3	3	3	0.02%	5.82%	possibly correct		042117HMMControl.27541.27541.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27541"	IRLPAQPSWYVqSFLFSLcQEINR	K	V	99.70%	0.08	32.6	0.08	2	c19: Carbamidomethyl (+57.02)	q12: Deamidated (+0.98)	985.5	2,953.48	2,953.50	3	0.9824	-6.874	4,411.97	2682560	735	758
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Conserved oligomeric Golgi complex subunit 1 OS=Homo sapiens GN=COG1 PE=1 SV=1	COG1_HUMAN	Human_20160909.fasta	108,981.00	100.00%	3	3	3	0.02%	5.82%	possibly correct		042117HMMControl.19566.19566.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19566"	LHSVLFMARLcqSLGELcPHLK	K	Q	91.80%	0.35	31.3	0	2	c11: Carbamidomethyl (+57.02), c18: Carbamidomethyl (+57.02)	q12: Deamidated (+0.98)	653.6	2,610.37	2,610.34	4	1.043	15.26	3,179.60	520061	608	629
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Msx2-interacting protein OS=Homo sapiens GN=SPEN PE=1 SV=1	MINT_HUMAN	Human_20160909.fasta	402,244.70	94.60%	3	3	3	0.02%	0.85%	possibly correct		042117HMMControl.8576.8576.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8576"	KEEDSDFISGR	R	I	66.60%	0.14	28.4	-0.97	2			642.29	1,282.57	1,282.59	2	0.9816	-16.48	1,461.18	142681	1549	1559
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Msx2-interacting protein OS=Homo sapiens GN=SPEN PE=1 SV=1	MINT_HUMAN	Human_20160909.fasta	402,244.70	94.60%	3	3	3	0.02%	0.85%	possibly correct		042117HMMControl.13178.13178.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13178"	QQMEmEIAK	K	S	67.10%	0.6	29.3	0.6	2		m5: Oxidation (+15.99)	562.26	1,122.51	1,123.51	2	0.000363	0.3231	2,200.91	647637	1180	1188
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Msx2-interacting protein OS=Homo sapiens GN=SPEN PE=1 SV=1	MINT_HUMAN	Human_20160909.fasta	402,244.70	94.60%	3	3	3	0.02%	0.85%	possibly correct		042117HMMControl.8956.8956.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8956"	REQmADmAKIK	R	L	50.70%	4.26	31.4	-1.66	2		m4: Oxidation (+15.99), m7: Oxidation (+15.99)	676.83	1,351.65	1,352.67	2	-0.01355	-10.02	1,525.18	370567	1317	1327
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM2 PE=1 SV=2	SRRM2_HUMAN	Human_20160909.fasta	299,621.60	99.30%	3	3	3	0.02%	1.89%	possibly correct		042117HMMControl.17089.17089.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17089"	QRSHSGSSSPSPSR	R	V	80.20%	1.97	30.4	-3.49	2			729.35	1,456.69	1,456.69	2	1.004	0.9257	2,801.75	1460870	927	940
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM2 PE=1 SV=2	SRRM2_HUMAN	Human_20160909.fasta	299,621.60	99.30%	3	3	3	0.02%	1.89%	possibly correct		042117HMMControl.14549.14549.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=14549"	QSHSESPSLQSK	R	S	76.00%	1.69	30.9	-1.18	2			658.33	1,314.65	1,314.63	2	1.024	16.38	2,409.64	327585	1078	1089
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Serine/arginine repetitive matrix protein 2 OS=Homo sapiens GN=SRRM2 PE=1 SV=2	SRRM2_HUMAN	Human_20160909.fasta	299,621.60	99.30%	3	3	3	0.02%	1.89%	possibly correct		042117HMMControl.18038.18038.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=18038"	TPMSVLQQAGGSmMDGPGPRIPDHqR	R	T	86.10%	0.52	31.3	0.52	2		m13: Oxidation (+15.99), q25: Deamidated (+0.98)	927.43	2,779.27	2,780.29	3	-0.01633	-5.873	2,948.83	95,104.50	2144	2169
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	2	2	2	0.01%	4.45%	possibly correct		042117HMMControl.12693.12693.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12693"	ALEESNYELEGK	R	I	99.70%	37.5	30.6	28.6	2			691.33	1,380.65	1,381.65	2	0.004478	3.241	2,124.79	235783	166	177
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6	K1C10_HUMAN	Human_20160909.fasta	58,828.80	100.00%	2	2	2	0.01%	4.45%	possibly correct		042117HMMControl.9972.9972.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9972"	SLLEGEGSSGGGGR	R	G	99.70%	34.3	30.1	32.2	2			631.8	1,261.59	1,262.60	2	-0.004622	-3.661	1,691.48	83,134.30	451	464
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Mis18-binding protein 1 OS=Homo sapiens GN=MIS18BP1 PE=1 SV=1	M18BP_HUMAN	Human_20160909.fasta	129,090.20	100.00%	3	3	3	0.02%	3.62%	possibly correct		042117HMMControl.15541.15541.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15541"	KEFPITEAVGSDKTNR	R	H	99.70%	0.28	32.7	-1.31	2			598.31	1,791.91	1,791.92	3	0.9917	-6.15	2,564.63	1870410	850	865
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Mis18-binding protein 1 OS=Homo sapiens GN=MIS18BP1 PE=1 SV=1	M18BP_HUMAN	Human_20160909.fasta	129,090.20	100.00%	3	3	3	0.02%	3.62%	possibly correct		042117HMMControl.19650.19650.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19650"	KnqVVQLQEWmIK	K	S	99.70%	0.25	32.6	-0.54	2		n2: Deamidated (+0.98), q3: Deamidated (+0.98), m11: Oxidation (+15.99)	831.42	1,660.83	1,661.86	2	-0.02417	-14.54	3,192.70	1621060	379	391
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Mis18-binding protein 1 OS=Homo sapiens GN=MIS18BP1 PE=1 SV=1	M18BP_HUMAN	Human_20160909.fasta	129,090.20	100.00%	3	3	3	0.02%	3.62%	possibly correct		042117HMMControl.8689.8689.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8689"	QqMREFLEQLPK	K	D	54.40%	6.05	32.6	-3.89	2		q2: Deamidated (+0.98)	774.89	1,547.77	1,547.79	2	0.9839	-12.18	1,480.28	229797	972	983
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1	PUF60_HUMAN	Human_20160909.fasta	59,875.60	67.70%	1	1	1	0.01%	1.43%	possibly correct		042117HMMControl.13664.13664.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13664"	AIqALNGR	K	W	73.40%	0.87	28.8	-2.79	2		q3: Deamidated (+0.98)	422.24	842.465448	843.468362	2	0.004362	5.172	2,274.11	628015	528	535
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	DNA helicase INO80 OS=Homo sapiens GN=INO80 PE=1 SV=2	INO80_HUMAN	Human_20160909.fasta	176,760.80	100.00%	3	3	3	0.02%	1.61%	possibly correct		042117HMMControl.5288.5288.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=5288"	KKEDELDGK	K	R	98.70%	0.78	32.9	-0.71	2			531.28	1,060.55	1,061.55	2	0.005078	4.784	914.039	47,916.30	1309	1317
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	DNA helicase INO80 OS=Homo sapiens GN=INO80 PE=1 SV=2	INO80_HUMAN	Human_20160909.fasta	176,760.80	100.00%	3	3	3	0.02%	1.61%	possibly correct		042117HMMControl.4774.4774.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=4774"	QEEKRQqEETnR	R	V	87.90%	0.73	30.8	-0.97	2		q7: Deamidated (+0.98), n11: Deamidated (+0.98)	395.19	1,576.73	1,576.72	4	1.018	9.866	826.472	77,247.90	1282	1293
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	DNA helicase INO80 OS=Homo sapiens GN=INO80 PE=1 SV=2	INO80_HUMAN	Human_20160909.fasta	176,760.80	100.00%	3	3	3	0.02%	1.61%	possibly correct		042117HMMControl.9163.9163.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9163"	QqEETnRVKER	R	K	78.80%	2.44	31.6	-2.48	2		q2: Deamidated (+0.98), n6: Deamidated (+0.98)	473.9	1,418.68	1,418.69	3	0.9984	-3.07	1,559.05	3087210	1287	1297
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Rho-associated protein kinase 1 OS=Homo sapiens GN=ROCK1 PE=1 SV=1	ROCK1_HUMAN	Human_20160909.fasta	158,179.10	100.00%	3	3	3	0.02%	3.03%	possibly correct		042117HMMControl.16973.16973.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16973"	KDVEmEPVqqAEK	R	T	95.00%	0.17	31.3	0	2		m5: Oxidation (+15.99), q9: Deamidated (+0.98), q10: Deamidated (+0.98)	775.37	1,548.73	1,548.71	2	1.023	12.91	2,784.10	845673	1208	1220
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Rho-associated protein kinase 1 OS=Homo sapiens GN=ROCK1 PE=1 SV=1	ROCK1_HUMAN	Human_20160909.fasta	158,179.10	100.00%	3	3	3	0.02%	3.03%	possibly correct		042117HMMControl.15940.15940.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15940"	QEITDKDHTVSR	R	L	83.80%	0.42	30.7	-0.41	2			476.9	1,427.68	1,428.71	3	-0.0225	-15.75	2,626.59	566581	929	940
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Rho-associated protein kinase 1 OS=Homo sapiens GN=ROCK1 PE=1 SV=1	ROCK1_HUMAN	Human_20160909.fasta	158,179.10	100.00%	3	3	3	0.02%	3.03%	possibly correct		042117HMMControl.20352.20352.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20352"	VVqIEKqcSmLDVDLK	R	Q	99.70%	0.19	32.3	0	2	c8: Carbamidomethyl (+57.02)	q3: Deamidated (+0.98), q7: Deamidated (+0.98), m10: Oxidation (+15.99)	641.98	1,922.92	1,922.95	3	0.9802	-11.72	3,302.04	286067	734	749
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Histone-lysine N-methyltransferase ASH1L OS=Homo sapiens GN=ASH1L PE=1 SV=2	ASH1L_HUMAN	Human_20160909.fasta	332,795.50	100.00%	3	3	3	0.02%	1.62%	possibly correct		042117HMMControl.20995.20995.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=20995"	ERNIEAGKDDGLTDAQQQFSVK	R	E	99.70%	0.37	33.2	0.37	2			817.08	2,448.22	2,449.20	3	0.0297	12.13	3,397.99	936481	55	76
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Histone-lysine N-methyltransferase ASH1L OS=Homo sapiens GN=ASH1L PE=1 SV=2	ASH1L_HUMAN	Human_20160909.fasta	332,795.50	100.00%	3	3	3	0.02%	1.62%	possibly correct		042117HMMControl.13859.13859.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13859"	RNNGqLmK	K	T	90.40%	0.11	30.9	0	2		q5: Deamidated (+0.98), m7: Oxidation (+15.99)	489.24	976.465448	977.483377	2	-0.01065	-10.9	2,305.65	1385830	973	980
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Histone-lysine N-methyltransferase ASH1L OS=Homo sapiens GN=ASH1L PE=1 SV=2	ASH1L_HUMAN	Human_20160909.fasta	332,795.50	100.00%	3	3	3	0.02%	1.62%	possibly correct		042117HMMControl.23785.23785.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23785"	VNGLTSSKnSqPmATHKK	R	S	96.80%	0.49	32.7	0.49	2		n9: Deamidated (+0.98), q11: Deamidated (+0.98), m13: Oxidation (+15.99)	649.323286	1,944.95	1,945.96	3	-0.009587	-4.927	3,821.44	3052290	2291	2308
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	93.90%	2	2	2	0.01%	7.67%	possibly correct		042117HMMControl.11635.11635.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11635"	LGGAGMERmGAGLGHGmDR	R	V	62.30%	3.15	30.7	-1.67	2		m9: Oxidation (+15.99), m17: Oxidation (+15.99)	635.96	1,904.86	1,904.85	3	1.013	5.217	1,958.66	823229	411	429
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM PE=1 SV=3	HNRPM_HUMAN	Human_20160909.fasta	77,517.30	93.90%	2	2	2	0.01%	7.67%	possibly correct		042117HMMControl.22163.22163.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=22163"	mAAGVEAAAEVAATEIKmEEESGAPGVPSGNGAPGPK	-	G	83.80%	1.82	32.6	-0.51	2		m1: Oxidation (+15.99), n-term: Acetyl (+42.01), m18: Oxidation (+15.99)	889.68	3,554.69	3,554.66	4	1.035	9.169	3,571.84	259322	1	37
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=5	ROA1_HUMAN	Human_20160909.fasta	38,747.00	94.20%	1	1	1	0.01%	2.15%	possibly correct		042117HMMControl.7210.7210.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=7210"	mSKSESPK	-	E	95.60%	0.16	29.9	-2.73	2		m1: Oxidation (+15.99)	455.22	908.425448	909.434661	2	-0.001937	-2.13	1,233.61	173225	1	8
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	4	4	4	0.02%	1.47%	possibly correct		042117HMMControl.13889.13889.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13889"	EmKQMEGEGIAPIK	K	M	78.10%	1.4	32.2	1.4	2		m2: Oxidation (+15.99)	526.26	1,575.76	1,576.77	3	-0.005813	-3.687	2,310.43	4013680	597	610
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	4	4	4	0.02%	1.47%	possibly correct		042117HMMControl.16941.16941.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=16941"	LEEELANLKDESK	R	K	81.80%	1.36	31.9	0	2			759.37567	1,516.74	1,517.77	2	-0.02548	-16.79	2,779.68	1001810	1012	1024
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	4	4	4	0.02%	1.47%	possibly correct		042117HMMControl.8012.8012.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=8012"	mVqLnEEK	K	F	59.40%	0.05	28.1	0.05	2		m1: Oxidation (+15.99), q3: Deamidated (+0.98), n5: Deamidated (+0.98)	505.226649	1,008.44	1,008.46	2	0.9905	-12.09	1,367.05	173431	914	921
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Golgin subfamily B member 1 OS=Homo sapiens GN=GOLGB1 PE=1 SV=2	GOGB1_HUMAN	Human_20160909.fasta	376,017.80	100.00%	4	4	4	0.02%	1.47%	possibly correct		042117HMMControl.9415.9415.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9415"	QqKILELEEEnDR	K	L	99.70%	1.06	32.3	-3.31	2		q2: Deamidated (+0.98), n11: Deamidated (+0.98)	412.46	1,645.81	1,645.79	4	1.026	14.37	1,600.98	343166	1686	1698
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.34885.34885.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=34885"	ELAFFAnALEEVSIETIEAGFmTK	K	D	99.70%	40.9	33.2	40.9	2		n7: Deamidated (+0.98), m22: Oxidation (+15.99)	893.45	2,677.33	2,677.30	3	1.04	13.91	5,593.78	84,012.70	351	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.19901.19901.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19901"	FKDIFQEIYDKQYK	R	S	99.70%	53.4	32.8	41.3	2			622.32	1,863.94	1,864.95	3	-0.002798	-1.5	3,232.38	2238880	223	236
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.27411.27411.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27411"	GQETSTNPIASIFAWTR	K	G	99.70%	129	32.8	121	2			939.98	1,877.95	1,878.93	2	0.01818	9.675	4,393.02	652457	322	338
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.9155.9155.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9155"	KISGGSVVEmQGDEmTR	K	I	99.70%	38.9	30.6	31.8	2		m10: Oxidation (+15.99), m15: Oxidation (+15.99)	619.29	1,854.85	1,855.85	3	0.002772	1.494	1,557.69	622222	4	20
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.9150.9150.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=9150"	KISGGSVVEmQGDEmTR	K	I	99.70%	42.2	31.4	40.1	2		m10: Oxidation (+15.99), m15: Oxidation (+15.99)	619.63	1,855.87	1,855.85	3	1.023	10.79	1,556.86	555974	4	20
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.35079.35079.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35079"	LDNnKELAFFAnALEEVSIETIEAGFmTK	K	D	99.70%	50.2	32.9	0	2		n4: Deamidated (+0.98), n12: Deamidated (+0.98), m27: Oxidation (+15.99)	1,088.54	3,262.60	3,262.57	3	1.034	9.599	5,624.18	183308	346	374
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.11217.11217.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=11217"	LIDDmVAQAmK	R	S	99.70%	43.5	31.5	38.4	2		m5: Oxidation (+15.99), m10: Oxidation (+15.99)	633.809666	1,265.60	1,266.61	2	0.00498	3.932	1,893.67	448179	250	260
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.27310.27310.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27310"	LIFPYVELDLHSYDLGIEnR	K	D	68.40%	25.3	32.3	25.3	2		n19: Deamidated (+0.98)	803.42	2,407.24	2,407.22	3	1.027	10.16	4,377.29	557780	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.27326.27326.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27326"	LIFPYVELDLHSYDLGIENR	K	D	99.70%	117	32.2	87	2			803.09	2,406.25	2,406.23	3	1.021	7.674	4,379.85	951156	30	49
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.37670.37670.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=37670"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	80.60%	36.6	29.6	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.49	3,283.45	3,283.41	3	1.047	13.63	6,041.38	42,215.80	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.38691.38691.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38691"	NYDGDVQSDSVAQGYGSLGmmTSVLVcPDGK	K	T	99.20%	38.8	28.5	0	2	c27: Carbamidomethyl (+57.02)	m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.15	3,282.43	3,282.42	3	1.012	2.673	6,206.14	112036	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.38676.38676.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=38676"	NYDGDVqSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.70%	41.2	28.8	0.1	2	c27: Carbamidomethyl (+57.02)	q7: Deamidated (+0.98), q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.82	3,284.44	3,284.39	3	1.053	15.45	6,203.81	96,723.10	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.35749.35749.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=35749"	NYDGDVQSDSVAqGYGSLGmmTSVLVcPDGK	K	T	99.70%	49	29.6	0	2	c27: Carbamidomethyl (+57.02)	q13: Deamidated (+0.98), m20: Oxidation (+15.99), m21: Oxidation (+15.99)	1,095.49	3,283.45	3,283.41	3	1.047	13.63	5,731.93	68,056.40	271	301
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Isocitrate dehydrogenase [NADP] cytoplasmic OS=Homo sapiens GN=IDH1 PE=1 SV=2	IDHC_HUMAN	Human_20160909.fasta	46,660.50	100.00%	9	11	14	0.08%	39.10%	possibly correct		042117HMMControl.17862.17862.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17862"	VTYLVHNFEEGGGVAmGmYNQDK	K	S	99.70%	34.7	30.1	34.7	2		m16: Oxidation (+15.99), m18: Oxidation (+15.99)	864.39	2,590.15	2,591.15	3	0.001172	0.4523	2,922.07	95,412.00	165	187
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Unconventional myosin-VIIa OS=Homo sapiens GN=MYO7A PE=1 SV=2	MYO7A_HUMAN	Human_20160909.fasta	254,398.30	100.00%	3	3	3	0.02%	2.84%	possibly correct		042117HMMControl.28886.28886.4 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28886"	ELqALqGEGEAQLPEGQKKSSVR	R	H	99.70%	0.18	33	-0.97	2		q3: Deamidated (+0.98), q6: Deamidated (+0.98)	622.07	2,484.25	2,484.26	4	1	-1.02	4,625.91	230381	1086	1108
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Unconventional myosin-VIIa OS=Homo sapiens GN=MYO7A PE=1 SV=2	MYO7A_HUMAN	Human_20160909.fasta	254,398.30	100.00%	3	3	3	0.02%	2.84%	possibly correct		042117HMMControl.15741.15741.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15741"	QIFQADVAmGAETR	K	K	96.10%	2.08	31.8	-4.37	2		m9: Oxidation (+15.99)	518.59	1,552.75	1,552.74	3	1.013	6.538	2,596.67	1201410	591	604
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Unconventional myosin-VIIa OS=Homo sapiens GN=MYO7A PE=1 SV=2	MYO7A_HUMAN	Human_20160909.fasta	254,398.30	100.00%	3	3	3	0.02%	2.84%	possibly correct		042117HMMControl.23241.23241.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23241"	QTTEPnFPEILLIAInKYGVSLIDPK	K	T	99.70%	0.12	31.8	-3.35	2		n6: Deamidated (+0.98), n16: Deamidated (+0.98)	972.51	2,914.51	2,915.57	3	-0.05023	-17.23	3,737.90	409410	2119	2144
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3	SF3B1_HUMAN	Human_20160909.fasta	145,835.30	100.00%	3	3	3	0.02%	4.83%	possibly correct		042117HMMControl.12912.12912.5 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12912"	LTATPTPLGGmTGFHmQTEDRTmK	K	S	87.70%	0.49	31.4	0.49	2		m11: Oxidation (+15.99), m16: Oxidation (+15.99), m23: Oxidation (+15.99)	534.85	2,669.21	2,669.24	5	0.9836	-7.162	2,160.34	252280	431	454
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3	SF3B1_HUMAN	Human_20160909.fasta	145,835.30	100.00%	3	3	3	0.02%	4.83%	possibly correct		042117HMMControl.23939.23939.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23939"	mNARTYmDVmREQHLTK	K	E	73.90%	1.85	31.8	0.29	2		m1: Oxidation (+15.99), m7: Oxidation (+15.99), m10: Oxidation (+15.99)	725.01	2,172.01	2,172.00	3	1.016	6.042	3,845.57	773874	147	163
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3	SF3B1_HUMAN	Human_20160909.fasta	145,835.30	100.00%	3	3	3	0.02%	4.83%	possibly correct		042117HMMControl.17683.17683.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=17683"	TmIISPERLDPFADGGKTPDPK	R	M	99.70%	0.4	32.9	0	2		m2: Oxidation (+15.99)	801.06	2,400.16	2,401.21	3	-0.04191	-17.46	2,895.44	453975	125	146
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	EF-hand calcium-binding domain-containing protein 6 OS=Homo sapiens GN=EFCAB6 PE=1 SV=1	EFCB6_HUMAN	Human_20160909.fasta	172,937.30	100.00%	3	3	3	0.02%	4.00%	possibly correct		042117HMMControl.10762.10762.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10762"	cIqqqDPAFKKR	K	F	99.70%	0.53	32.3	-3.25	2	c1: Carbamidomethyl (+57.02)	q3: Deamidated (+0.98), q4: Deamidated (+0.98), q5: Deamidated (+0.98)	507.92	1,520.74	1,521.74	3	0.008589	5.644	1,820.02	1190110	631	642
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	EF-hand calcium-binding domain-containing protein 6 OS=Homo sapiens GN=EFCAB6 PE=1 SV=1	EFCB6_HUMAN	Human_20160909.fasta	172,937.30	100.00%	3	3	3	0.02%	4.00%	possibly correct		042117HMMControl.19223.19223.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19223"	DTAVDYNVFLKNLSInnDLnLR	K	Y	99.70%	0.98	33	-3.84	2		n16: Deamidated (+0.98), n17: Deamidated (+0.98), n20: Deamidated (+0.98)	852.43	2,554.27	2,554.27	3	1.008	2.123	3,127.58	1024520	225	246
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	EF-hand calcium-binding domain-containing protein 6 OS=Homo sapiens GN=EFCAB6 PE=1 SV=1	EFCB6_HUMAN	Human_20160909.fasta	172,937.30	100.00%	3	3	3	0.02%	4.00%	possibly correct		042117HMMControl.28749.28749.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28749"	EqFqDVLAqIPLSTSGTVPYLAFLSR	R	F	95.00%	1.16	33.1	-0.82	2		q2: Deamidated (+0.98), q4: Deamidated (+0.98), q9: Deamidated (+0.98)	961.81	2,882.41	2,883.47	3	-0.05105	-17.7	4,604.41	134688	109	134
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Selenocysteine insertion sequence-binding protein 2-like OS=Homo sapiens GN=SECISBP2L PE=1 SV=3	SBP2L_HUMAN	Human_20160909.fasta	121,776.40	100.00%	3	3	3	0.02%	3.63%	possibly correct		042117HMMControl.23917.23917.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=23917"	GGRQTEqRnnSqVGFR	R	C	99.70%	0.25	32.1	-2.1	2		q7: Deamidated (+0.98), n9: Deamidated (+0.98), n10: Deamidated (+0.98), q12: Deamidated (+0.98)	613.63	1,837.87	1,837.84	3	1.033	16.48	3,842.20	306368	334	349
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Selenocysteine insertion sequence-binding protein 2-like OS=Homo sapiens GN=SECISBP2L PE=1 SV=3	SBP2L_HUMAN	Human_20160909.fasta	121,776.40	100.00%	3	3	3	0.02%	3.63%	possibly correct		042117HMMControl.28037.28037.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28037"	NKTPVQLDLGDMLAALEKQQqAmK	K	A	99.70%	0.13	32.3	-2.03	2		q21: Deamidated (+0.98), m23: Oxidation (+15.99)	896.8	2,687.38	2,687.37	3	1.011	2.954	4,491.17	158638	484	507
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Selenocysteine insertion sequence-binding protein 2-like OS=Homo sapiens GN=SECISBP2L PE=1 SV=3	SBP2L_HUMAN	Human_20160909.fasta	121,776.40	100.00%	3	3	3	0.02%	3.63%	possibly correct		042117HMMControl.12989.12989.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=12989"	QTEQRNnSqVGFR	R	C	86.90%	0.07	29.7	-1.38	2		n7: Deamidated (+0.98), q9: Deamidated (+0.98)	522.909719	1,565.71	1,565.73	3	0.9843	-11.75	2,173.17	1319280	337	349
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2	LAMB1_HUMAN	Human_20160909.fasta	198,035.20	100.00%	3	3	3	0.02%	2.97%	possibly correct		042117HMMControl.19104.19104.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19104"	AAqNSGEAEYIEK	K	V	53.90%	2.99	30.5	0	2		q3: Deamidated (+0.98)	705.83	1,409.65	1,410.64	2	0.01436	10.18	3,111.60	735159	1662	1674
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2	LAMB1_HUMAN	Human_20160909.fasta	198,035.20	100.00%	3	3	3	0.02%	2.97%	possibly correct		042117HMMControl.27520.27520.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=27520"	AmDLDqDVLSALAEVEqLSKmVSEAKLR	K	A	99.70%	0.09	32.9	-0.34	2		m2: Oxidation (+15.99), q6: Deamidated (+0.98), q17: Deamidated (+0.98), m21: Oxidation (+15.99)	1,042.19	3,123.55	3,123.54	3	1.012	2.82	4,408.61	1420220	1444	1471
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2	LAMB1_HUMAN	Human_20160909.fasta	198,035.20	100.00%	3	3	3	0.02%	2.97%	possibly correct		042117HMMControl.10927.10927.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10927"	KYEDnqRYLEDK	R	A	87.10%	0.33	30.8	0	2		n5: Deamidated (+0.98), q6: Deamidated (+0.98)	802.38	1,602.75	1,602.73	2	1.024	13.48	1,847.33	170966	1746	1757
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Uncharacterized protein KIAA1107 OS=Homo sapiens GN=KIAA1107 PE=1 SV=2	K1107_HUMAN	Human_20160909.fasta	155,683.30	100.00%	3	3	3	0.02%	3.55%	possibly correct		042117HMMControl.21701.21701.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21701"	EnQVGRKDTNK	R	Q	99.70%	0.17	32.2	0.17	2		n2: Deamidated (+0.98)	645.328994	1,288.64	1,289.64	2	0.00615	4.769	3,500.75	314789	742	752
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Uncharacterized protein KIAA1107 OS=Homo sapiens GN=KIAA1107 PE=1 SV=2	K1107_HUMAN	Human_20160909.fasta	155,683.30	100.00%	3	3	3	0.02%	3.55%	possibly correct		042117HMMControl.19563.19563.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=19563"	qVVERSATAAAAATGqK	R	N	96.80%	0.59	32.4	-0.1	2		q1: Deamidated (+0.98), q16: Deamidated (+0.98)	831.44	1,660.87	1,660.85	2	1.023	11.98	3,179.12	907334	274	290
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Uncharacterized protein KIAA1107 OS=Homo sapiens GN=KIAA1107 PE=1 SV=2	K1107_HUMAN	Human_20160909.fasta	155,683.30	100.00%	3	3	3	0.02%	3.55%	possibly correct		042117HMMControl.24117.24117.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=24117"	VPVEGLTIPSKLSDESAMDEDK	K	H	60.60%	4.26	32.6	-1.88	2			787.38	2,359.12	2,360.15	3	-0.0287	-12.16	3,874.15	763225	785	806
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Melanoma inhibitory activity protein 3 OS=Homo sapiens GN=MIA3 PE=1 SV=1	MIA3_HUMAN	Human_20160909.fasta	213,704.80	99.00%	3	3	3	0.02%	1.36%	possibly correct		042117HMMControl.15572.15572.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=15572"	mKnqIKQMmDVSR	K	T	53.00%	4.09	30.7	-2.53	2		m1: Oxidation (+15.99), n3: Deamidated (+0.98), q4: Deamidated (+0.98), m9: Oxidation (+15.99)	548.26	1,641.76	1,642.76	3	0.00554	3.372	2,569.04	4593490	1447	1459
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Melanoma inhibitory activity protein 3 OS=Homo sapiens GN=MIA3 PE=1 SV=1	MIA3_HUMAN	Human_20160909.fasta	213,704.80	99.00%	3	3	3	0.02%	1.36%	possibly correct		042117HMMControl.10076.10076.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=10076"	nqIKQmMDVSR	K	T	89.20%	0.42	29.5	-3.39	2		n1: Deamidated (+0.98), q2: Deamidated (+0.98), m6: Oxidation (+15.99)	684.82	1,367.63	1,367.63	2	1.003	0.3671	1,708.31	716253	1449	1459
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Melanoma inhibitory activity protein 3 OS=Homo sapiens GN=MIA3 PE=1 SV=1	MIA3_HUMAN	Human_20160909.fasta	213,704.80	99.00%	3	3	3	0.02%	1.36%	possibly correct		042117HMMControl.13842.13842.2 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=13842"	qKVEILnELYQQK	R	E	79.70%	0.77	30.5	0	2		q1: Deamidated (+0.98), n7: Deamidated (+0.98)	818.45	1,634.89	1,634.86	2	1.029	16.03	2,302.95	1839170	1518	1530
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	97.90%	2	2	2	0.01%	0.15%	possibly correct		042117HMMControl.21545.21545.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=21545"	ASEASRPImAqnPVDAPGRPEVTDVTR	K	S	76.60%	2.33	33.2	-0.14	2		m9: Oxidation (+15.99), q11: Deamidated (+0.98), n12: Deamidated (+0.98)	961.47	2,881.39	2,882.40	3	0.000355	0.1232	3,477.38	4883710	29853	29879
	042117HMMartinez_TRAF1_ID	Uncategorized Sample	control	042117HMMControl (F002690)	Titin OS=Homo sapiens GN=TTN PE=1 SV=4	TITIN_HUMAN	Human_20160909.fasta	3,815,692.20	97.90%	2	2	2	0.01%	0.15%	possibly correct		042117HMMControl.28322.28322.3 File:"042117HMMControl.raw", NativeID:"controllerType=0 controllerNumber=1 scan=28322"	EEVIRESENIRITFVENVATLqFAK	K	A	90.80%	0.32	31.1	-0.32	2		q22: Deamidated (+0.98)	979.85	2,936.53	2,936.54	3	0.999	-1.274	4,536.13	188159	6575	6599
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