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1. Introduction

UV Professional has the main function of Photometry, Quantitative
analysis, Kinetics, Wavelength Scanning, Multi-wavelength analysis,
DNA/Protein analysis. Software attached several additional features,
for example: spectrum computing(spectrum addition, spectrum
subtraction, spectrum multiplication and spectrum division).
spectrum derivative and spectrum compare and so on.

1.1 Main functions

Photometry

« Two Test Mode: Absorbancy Data(Abs)/Transition Data(%T) in the
custom wavelenth.

Quantitative Analysis

« Create standard curve with calibration standard samples ,or with
user setup coefficient method.

« Up to 20 standard samples to the standard calibration curve or
directly enter the standard curve coefficient.

« 3 methods to standard curve fitting: zero-crossing first-order linear
fitting, First-order linear fitting, second-order linear fit).

Time Scan

« Custom scan time interval:0.5 seconds, 1.0 seconds, 2.0 seconds,
5.0 seconds, 10.0 seconds, 30.0 seconds, and 1 Minute.
« 2 display mode: Absorbancy Data (Abs), Transition Data (%T).

Wavelength scan

« Wavelength interval: 0.1nm, 0.2nm, 0.5nm, 1.0nm, 2.0nm and
5.0nm.

- 3 test mode: Absorbancy Data (Abs), Transition Data (%T) and
Energy.

- 3 display mode: Absorbancy Data (Abs), Transition Data (%T) and
Energy.

« System baseline can be stored.

Multi-wavelength Analysis
- up to 15 wavelengths can be set to do multi-wavelength analysis.
DNA / Protein Analysis



* built-in 2 analytical methods
 Test coefficient can be customized

1.2 Spectra treatment

Spectral data show

‘Move the cursor to the spectrum position, the corresponding data will
be displayed

Peak valley automatically search

- Automatically search the data peak and valley, and the data will be
showed in the peak data list, the corresponding data remark shown in
the picture.

Zoom in/out spectrum view

« Change the X Position/Y Position scale data to zoom in or zoom out
the spectrum view.

Derivative spectra

« Calculate and display first-order to fourth-order derivative spectrum
view. In the absorbance mode, the derivative spectrum view is an
extremely effective method.

Spectrum computing

« Spectrum addition, spectrum subtraction, spectrum multiplication,
spectrum division and spectrum derivative.

Dark Current Detect

* Retest the dark current data of instrument.



2. Installation

This chapter will show you how install UV Professional to your
personal computer.

2.1 System configuration

» Pentium or faster processor

* CD-ROM drive

« 2 USB interface

« 32MB RAM (recommend 256MB or more)

« 50MB or more hard disk space

» Microsoft Windows 2000 or Windows XP operating system

2.2 Installation UV Professional

1. Put UV Professional CD into your CD-ROM drive.

2. In the CD-ROM root directory, double-click Setup.exe to start the
installation progress, click <Next> in the setup dialog, then select
<accept this agreement...>, continue installation progress.

8.0V Professional - InstallShield Wizard X

i® U¥ Professional - TnstallShield Wizard

License Agreement Welcome to the InstallShield Wizard for UV

Please read the following license agreement carefully. Professional

" . The Inslal!Shle\ciCR_) 'a‘-ﬂ'lzal_dl‘.'\'lll install UV Professional on your
UV Professional End User License = computer. To continue, cick Next.
Agreement

IMPORTANT - PLEASE READ CAREFULLY

This Agreement:

This Agreement, and any new versions, between UV

Professional and You, covers all Your use of UV Professional
software from any terminals where UV Professional Software v

\WARNING: This program is protected by copyright law and
internationl treaties.

(i accept the terms in the license sreement:

()1 do not accept the terms in the license agreement

<Back | dext> | [ concel B e [ el |

3. Clicking <change...> button custom the installation directory, click
<Setup>, then to start to copy files to your computer.

8. U¥ Professional — InstallShield Wizard

i@ O¥ Professional — InstallShield ¥Wizard

Destination Folder ~ - Ready to Install the Program ]
Click Next to install ta this folder, or click Change to nstal to a different folder. - - The wizard is ready to begin installation.
Pz Install LIV Professional to: If you want to review or change any of your installation settings, dick Back. Click Cancel to
\ l Ci\program Flles\UY Professianal| exit the wizard.
Current Settings:
Setup Type;
Typical

Destination Foider:

C:'Program FilesUV Professionall
User Information:

Name: zvx

Company:

[ smeec  |THetz [ cancel < Back Tnstal Cancel




4. Click <Finished> to complete UV Professional installation process,
setup progress automatically install UV key driver and
communications USB port drier.

% OV Professional — InstallShield Wizard [")(|

Installshield Wizard Completed

The InstaliShield Wizard has successfully installed UV
Professional. Click Finish to exit the wizard,

e

5.The installation process finished.

2.3 Uninstall UV Professional

There are 3 ways to safely uninstall UV Professional

1. In <Control Panel> and <Add or Remove Programs> dialog, ,
select <UV Professional>, click the <uninstall> button.

2. In the start menu, <program> select <UV Professional> and
<uninstall the UV professional>,the uninstall progress willl
automatically uninstall the UV professional software.

% U¥ Professional — InstallShield Wizard %)

i'g%l]? Professional — InstallShield Wizard

Program Maintenance \ ‘ Welcome to the InstallShield Wizard for UV

Madify, repair, or remove the program, Professional

oK

The InstaliShield(R) Wizard wil allow you to modify, repair, or
remove U¥ Professional, To continue, dick Mext.

@ odity
Change which program features are installed, This option displays the
@ Custom Selection dialog in which you can change the way features are
instalied.
) Repair

Repair installation errors in the program, This option fixes missing or
corrupt files, shorteuits, and registry entries.

) Remove

ﬁ Remove UV Professional from your computer.

T T | N e

2.4 running UV Professional

After UV Professional progress is finished, insert UV Key to your PC,
connect the instrument and PC with link cable..



There are two ways to run the UV Professional software

1. Double-click on the desktop ’ [UV Professional] icon.

2. In the [Start] menu-> [All Programs] -> [UV Professional] -> [UV
Professional], click [UV Professional] to start run UV Professional.

2.5 How to connect the instrument and PC.

1. Connect the instrument and PC with link cable.
2. Click connect button, software will automatically search the
communication port to the instrument.

2.6 User information

Select the main menu <View>-><Option>-><Information>, enter
the operator and the department information, click OK to save the
change, this information will be used when print the test report.

2.7 Connect / release host

1. Turn on the power of the instrument, then it runs diagnostic
program and warm up procedure. Then it goes into main menu.

2. Click the shortcut on the toolbar button in the [@Connect/Release]

or select the main menu <operation>->[Connect/Release], software
will automatically connect to the instrument. Click the icon

[ﬁ/gConnect/Release] to release the instrument.



3. How to use the software

This chapter shows you how to use UV Professional

3.1 Main interface

The main interface in the software startup:

| no instrument connected. | sample shelf unknowr Slip width unknown. | 3/31/2009 |5:54 PM




3.2 Menu bar and toolbar

This software provides the Menu bar and Tools bar to make users
easy access of different functions. At the same time, pop-up menu of
right button include most commonly used functions to speed up user’s
operation.

Toolbar button list:

Main list introduction
selection the new file type list, user
can choose to photometry,
1 | [new file] quantitative, time scan, wavelength
scan, multi-wavelength, DNA /
protein.
[Photometry] Create new photometry file.
] ﬂ [Quantitative] Create new quantitative file.
New file
i~) | [Time Scan] Create new time scan file.
File(F) )
I‘/\{ [Wavelength scan] Create new wavelength scan file.
[Multi-wavelength] Create new multi-wavelength file.
% | [DNA/protein] Create New DNA/Protein file.
Open '._, [open...] Open the test data files.
Save [ | [Save...] Save the test data files.
Print r.'f'x [Print...] Print test report.
Connect
Operate Connect/rele [ Connect or release the instrument.
ase /release]

Test

[start test]

start test.

Stop

€ o & B

[stop testing]

stop test.




Tile vertically window

Q turn on/off tungsten
Tungsten : / 9 Turn on/off tungsten lamp.
lamp ﬂ lamp]
i Q turn on/off deuterium
Deuterium [ / Turn on/off deuterium lamps.
lamps E lamp]
Lamp switch A [lamp switching | Set lamp switch wavelength.
wavelength wavelength]
) . Modify test record.
Modify D;,? [Modified]
; Remove test record
Delete ) | [Remove]
System b [Create system | Create the system baseline
baseline baseline]
- Set blank(0.000Abs/100.0% T)
Set blank E= | [Set blank]
Set Set wavelength
wavelength @ | [set wavelength]
) o . setup the option
Option 1=l | [Option...]
i Search the data peak and valley.
peak search | &l | [peak search]
set peaks and valley value
Set Peak l=% | [set Peak value ] P y
value
spectrum smoothin
= | [spectrum smoothing] P g
the two spectra of addition
° [Spectrum add] ]
Spectrum operations
Operation ) two spectral subtraction operator
° [Spectrum subtraction]
Computing
spectrum o two spectral multiplication
@ [Spectrum multiplied]
o the two spectra computing division
[Spectral division]
o spectra derivative operator
@ [Spectrum Derivative]
cascading 3] Cascade window
window [Cascade]
. i i Tile horizontally window
Windows .__'I [Tile Horizontally]

[Tile Vertically]




Help

help

[help...]

Help books.

About

[About...]

Software version information and
product ID information.




4. Operation

This chapter shows user the software’s main functions: photometry,
quantitative, time scan, wavelength scan, multi-wavelength and
DNA/protein.

4.1 Photometry

This function has two Test Modes: Absorbancy Data(Abs) and
Transition Data(%T) in a fixed wavelength.

4.1.1 Measurement

1. Click the shortcut toolbar [Photometry], or <New files> -><
Photometry > to create a new photometry file.

No. Wavelength(nm] | Absorbancy Data(Abs) |Trans\tjnn Data(%T) ‘

Mo instrument connected. | sample shelf unkmwr‘ Slip width unknown. ‘ | | 3/31/2009 |6:07 PM.

4.1.2 How to test

1. Put the sample into the light path, select the menu <operation>

<Set Blank> or click the shortcut toolbar buttons [ESet Blank],
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instrument will be set to the operating wavelength, ans set blank
0.000 Abs/100.0 %T.
2. Put the samples into light path, select the main menu <operation>

<start test> or click the shortcut toolbar buttons [start test] to

measurement the current Absorbancy Data(Abs) and Transition
Data(%T), then display the data in the data list.

4.2 Quantitative

Quantitative have two methods: standard curve method and
coefficient method to measure the concentration.

4.2.1 Measurement

1. Click the shortcut toolbar [ ﬂ Quantitative], or <New files>
—><Quantitative > to create a new quantitative file.

A BB A e LA 080
1 wavelengtnnm) EL Absorbancy Data(Abs). | Transition Data(3T)
S .

[ Quantitation 1|
I we. | Name | absfseonm] | woml [ &

2. Shortcut toolbar [Option] to setup quantitative methods,

10.00

9.00

0.000 ‘ ’ ’ ’ 1.5‘00 ‘ ’ ‘ ‘ 3.000
Absorbancy Data (Abs)

[absorbancy Data(abs)]  conc.

No instrument connected. | sample shelf unknowr| Slip width unknown. | I | 33172000 |6:08 PM

concentration units, the number of wavelengths, coefficient. Click
<OK> to save configuration.
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4 Quantitation Option

Fitting Methudl V| Cone.Unit

Calibration Methods Wawelength MNo.
(*) Standard sample

Sample No.

) Coefficients wavelength

Wawelength |Sing|e Wawel V|

k0= |

ki= [ 0.0000 | WL 1= nm
2= [o.0000 | [ so00 ] om
ka= [ o.0000 | [ se60 | nm

[ Ok ] [ Cancel ]

4.2.2 Coefficient

1. Select Coefficients methods, third-order fitting, single wavelength
500nm. The following diagram is configuration:

4 Quantitation Option

Fitting Methudl First-order zero-cr V| Conc.Unit

Calibration Methods Wawelength Mo.
) standard sample

Wawvelength |Sing|e Wawel V|

Sample Mo.

Wawelength

WL 1 = nm

[ Ok l ’ Cancel ]

2. Put the sample into the light path, select the menu <operation>

<Set Blank> or click the shortcut toolbar buttons [:—_Set Blank],

instrument will be set to the operating wavelength, and set blank
0.000 Abs/100.0 %T. Coefficient formula is shown as follows.

12



10.00

1 1 1 1 1 1 1 1
' ' ' ' ' ' ' '

= I e e R i
' ' ' ' ' ' ' '
1 1 1 1 1 1 1 1

0.000 1.500 3.000
Absorbancy Data (Abs)

3. Put the samples into light path, select the main menu <operation>

<start test> or click the shortcut toolbar buttons [ J start test] to

measurement the current absorbance data, calculate the
concentration within the above formula, then display the data in the
data list.

4.2.3 To Calibrate standard samples

1. Select standard samples calibration option, change the sample
number(maximum number is 20), click <OK> button to complete the
setup.

2. In the standard sample data list table, enter the concentration of
each sample.

3. Put blank sample into light path, select the menu <operation>->

<Set Blank> or click the shortcut toolbar buttons [=Set Blank(0.000

Abs/100.0%T)], Instrument will be set to the wanted wavelength, the
data will be set to 0.000 Abs/100.0%T.

4. Put the standard sample into light path, double-click the
corresponding sample’s Absorbency data table. Software will read the
Absorbance values of standard sample and displays in the list table.
5. Measure other standard samples in the same way.

6. After all standard sample’s Absorbency are measured, the software
will calculate the curve parameter and displays the curve line and

13



formula on the screen.
7. Put blank sample into light path, select the menu <operation>->
<Set Blank> or click the shortcut toolbar buttons [:—_Set Blank(0.000

Abs/100.0%T)], Instrument will be set to the wavelength, the data
will be set to 0.000 Abs/100.0%T.
8. Put the samples into light path, select the menu <operation>

<start testing> or click the shortcut toolbar buttons [ J start test] to

measure the sample’s absorbency data and calculate the sample
concentration, then display the data in the data list.

4.2.4 Rename a ample

Select a sample in the data list, double-click the name to enter the
edit status, input the name after the carriage return, and then click
“Save”.

4.2.5 Save data
1. Select the menu <File> <Save...> or click shortcut toolbar

[HSave...].

2. In the file saving dialog, change the file directory and file name,
click <OK> button.
3. The quantitative analysis data file is saved as “*.qua” file.

14



4.3 Time Scan

This chapter shows user how to do time scan measurement in the
absorbance or transmittance mode.

4.3.1 Measurement

1. Click the shortcut toolbar [®scan time], or <File>-> <time scan>
Create a new time scan file.

1U¥ Professional — [Einetics 11

Eleaie: perate(@) Spectrum Process(S) Window(W) Help(H) -a3x
B2 o s "IEJ;&MJBI;”_ KT o A (=
i Wavelength(nm) (7| Absorbancy Data(abs) | Teansition pata(e)
—_—— G — 5
 Kinetics 1 i
Wavelength = 546.0 nm BE R 3L
2.000 . ‘ . Record List | peak List |
Mo, [Time(s|absorba Transitic] Ene
e
I e — o e e
=
]
]
(18] ' ' '
) e e : e | e | 1 e
L e e R e T - CECEcea EaC— N e
(8] i i ' i
C
g
o}
e
a
@ | H H ; H
o ' ' | | | ] H | H
I L ierzaseings Nesmenis Fasemizasiotmiznsisnintaisaninng
PO WNGNNR SURNRVR SR SSOUN(SOUN SUNNS: NOON, SO S——
0.000 : ‘ - . ‘ .
0 100 200 300 400 500 600 700 800 900 1000
Second.(s)
No instrument connected. | Sample shelf unkmwrishp width unknawn, | l ‘ 3/31/2009 IS:IZ PM
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2. Click shortcut toolbar [@‘option], setup time scan parameters,
select display mode, wavelength, start time, end time, time interval.

OKinet 1cs Option E|
Wavelength Setup Test Mode( ¥ direction) Display Setup
WL. 546.0 | nm (%) Absorbancy Data(&bs) Display Scale Grid.
Scale Setupl( ¥ direction) O Transition Data(%T) Display Data Table
Scale Top: 3.000 |Abs

1 o '
Display Setup: Peak/Valley Color

Scale Bottorn:| p.p000 |Abs Scale Color -
¥| Search Peak
i o Curve Color -
Time Setup( X direction) h wall
ctart Time Mark Color - e
: 0 = i i
e benl Calor I [ Display Peak Detail
: 1000 |s i [
valley Color [N [ pisplay valley Detail
Interval: 0.2 = “

| Ok | [ Cancel l

3. Click <OK> button to save configuration.
4. Put Blank sample into light path, select the menu <operation>->
<Set Blank> or click the shortcut toolbar buttons [:—_Set Blank(0.000

Abs/100.0%T)], Instrument will be set to the wanted wavelength, the
data will be set to 0.000 Abs/100.0%T.
5. Put the sample into light path, select the menu <operation> <start

test> or click the shortcut toolbar buttons [ J start test] to start the

time scan measurement.
6. All data will be drawn in the picture and display in the data list.

4.3.2 Change display mode

Shortcut Toolbar [ *# Option], in the option window, select the
Absorbance mode or Transmittance mode.

16



o Einetics Option

Wavelength Setup

w. [ 60 | om

Scale Setup( ¥ direction)

(3000 Jase
Scale Bottom: Abs

Time Setup( X direction)

soetime: [ o s

Scale Top:

End Time: 1000 =

Test Mode( ¥ direction)

(%) Absorbancy Data(abs)
() Transition Data(%T)

Dizplay Setup:

Scale Color
Curve Color
Mark Color
Peak Color

Valley Color

]

Display Setup
Display Scale Grid.

Display Data Table

Peak/Vvalley Color

[¥] Search Peak

[¥] search valley

[] Display Peak Detail
[l oisplay valley Detail

| Ok | [ Cancel l

4.3.3 Save data

1. Select the menu <File> <Save...> or click shortcut toolbar

[HSave...].

2. In the save file dialog, change the file directory and file name, click

<OK> button.

3. Test Data will be saved, and it is named in the format of “*.mul”

17



4.4 wavelength scan

This chapter shows user how to do wavelength scan with absorbency,
transmittance or energy mode.

4.4.1 Measurement

1. Click on the shortcut toolbar [I\Hwavelength scan] or ([file]
[wavelength scan] to create new wavelength file.

l0V Professional — [goodnew.wls]
i File(E) View(M) Operate(0) Spectrum Process(S) Window(W) Help(H) -8 x
Sl A o W s | S8 DZIGEIA et HS R = A aWE 088 |0

Wavelength{nm) |L?J| Abserbancy Data(Abs) ‘ Transition Data(%T)

: Wavelength

Record Li

0.900
0.800

0.700f 11+

iy
o
=}
o

Absorbancy Data (Abs)

0.600

0.500F--

0.400

0.300

0.200

0.100

0.000 : : :
230.0 300.0 350.0 400.0 450.0 500.0 550.0 600.0 650.0 680.0

Wavelength.(nm)

I Mo instrument connected | Samnle shelf unknowe ! Slin width unknown

2. Select the main menu <operation> <set> or click the toolbar

shortcut [@Settings], open the Preferences window wavelength
scanning.

18



ln Wavelength Scan Option

Scale Setup Wawvelength( » direction) Scan Speed

scale Top: | 1.000 |Abs Start WL. | 230.0 |nm (%) Standard Speed

scale Bottom: | 0,000 |Abs End WL. | 680.0 |nm () Quick Speed
Interval i__III.l nm % Peak/Valley Color

Test Mode( ¥ direction)
[¥] Search Peak

(%) Absorbancy Data{Abs) Cisplay Setup
—~ - Search Valley
() Transition Data(®eT) Scale color ]
= +| Display Peak Detall
{_JEnergy Curve color [j
[ oisplay valley Detail
Mark Color -
Display Setu
Peak Color - piay P
Display scale grid
Valley Color -

Display Data Table

[ oK _| ’Cancel‘

3. Select display mode (Select the energy scan mode, the proposal is
set to a fixed Gain), scanning the wavelength range, coordinates the
upper limit, lower limit coordinates and scanning interval.

4. Click OK to complete and exit Setup.

5. Will be placed in the reference light path.

6. Click on the shortcut toolbar [lE system set up baseline] or

<operator> "Create system baseline> Open dialog system baseline to
begin scanning system baseline or to open the stored baseline for
testing. Click [Start] button to start the baseline correction system.

Baseline correction system will take a few minutes, it is proposed that
a longer time interval after baseline correction for a system to ensure
testing accuracy. If you want to save the current system baseline,
click [Save] button to save the current system baseline to a file. Click
[Open] button to open the previously stored system baseline file.

19



.!.... Create System Haseline

x]

dnm.bsl
WL. Range:190.0nm-1100.0nm

Mao. [ WL.(nm) |Gain| Energy

1 1100.0 2 234040

2 1099.0 2 34655

3 1098.0 2 35302

4 1097.0 2 35945

5 1096.0 2 36540

5] 1095.0 2 37161

Fi 1094.0 2 37709

8 1093.0 2 38211

9 1092.0 2 38720

10 1091.0 2 39360

11 1090.0 2 39985

12 1089.0 1 20202 -

7. Put reference sample into light path, select the main menu
<operation>-><zero / full-scale> or click the shortcut toolbar

buttons [ = zero /  full-scale], software  will set

blank(0.000Abs/100.0%T) within measurement wavelength range.
8. Put unknown sample into light path, select the main menu
<operation>-><start test> or click the shortcut toolbar buttons

[ = test] to start the test.

4.4.2 Switch display mode

Click shortcut toolbar click [@Settings], open the option dialog to
choose display mode (transition or absorbance).

4.4.3 Enlarge display area

In the wavelength scan option dialog, change the top limit and bottom
limit, zoom in/out the display spectrum.

4.4.4 Peak search

Click the toolbar shortcut [qﬂ search peak], after the search finished,
the result will be in the list, peak value can be changed.

4.4.5 Save data

1. Select the main menu <File>-><Save> or click shortcut toolbar
[ = Savel].

20



2. In the file saving window, select file directory and Input file name,
click <OK> button.
3. Test Data will be saved, and it is named in the format of “*.wls”

4.4.6 Save data for the picture or text file

Select <File>-><output> to save data for BMP bitmap file or text file
txt.

21



4.5 Multi-Wavelength

This chapter shows user how to use multi-wavelength measurement
method and to setup the multi-wavelength configuration.

4.5.1 Test

1. Select the main menu <File> <multi-wavelength> or click the

toolbar shortcut [muIti-waveIength], create a multi-wavelength
measurement.

| UV Pr al —
— T

g Bz X | A~ il

| Transition Data(2T)

Absorbancy Data(Abs)
520.0nm | 510.0nm | 500.0nm \ 490.0nm
| oooo | oooo | oooo | -0.001
| o000 | oooo | o.ooo 0.000

Sample Name

19

2. electhe main enu prain> <option> or click the toolbar

shortcut [ h":‘aSettings], open multi-wavelength analysis of parameter
settings window.

22



%]l Bulti Wawelength Option

Wawvelength Mo
Wavelength Setup
Wavelengthl |-||-|-| Parameterl II
Wavelengthz nm Parameterz II
Wavelength3 nm Parameter3 II
Wavelength4 nm Parameterd II
Wawvelengths :Inm Parameters I:
Wavelengthe |:|nm Parametert I:
Wavelength? |:|nm Parameter? I:
Wavelengtha |:|nm Parameters I:
Wavelengths |:|nm Farameterd I:
Wavelength10 |:|nm Parameterlil I:
Wavelength11 |:|nm Parameterlil I:
Wavelength12 |:|nm Parameterl? I:
Wavelength13 |:|nm Parameterl3 I:
Wavelength14 |:|nm Parameterld I:
Wavelength1s |:|nm Parameterls I:
I OK l ’ Cancel ]

3. Input wavelength number, and Input coefficient:

Results = Abs(wavelength 1)Xfactor 1 + Abs(wavelength 2)xfactor 2 +
Abs(wavelength 3)xfactor 3 +......

4. Click <OK> button to complete configuration.

5. Put reference sample into light path, select the main menu
<operation> <set zero / full-scale> or click the shortcut toolbar

buttons [:—_zero / full-scale], software will set 0.000Abs/100.0%T for

each wavelength. This function requires several seconds or a few
minutes.
6. Put sample into light path, select the main menu <operation>

<start test> or click the shortcut toolbar buttons [ test] to start
test.

4.5.2 Rename a sample

1. Select a named text box in the data list table.
2. Double-click, input the sample name.

23



4.5.3 Save data
1. Select the main menu <File>-><Save> shortcut toolbar or click

[HSave...].

2. In the file saving dialog, select file directory and input file name,
click <OK> button.

3. Test Data will be saved, and it is named in the format of “*.mul”
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4.6 DNA / Protein Analysis

This chapter shows user how to do DNA / protein measurement.
4.6.1 Test

1. Select the main menu <File>-><DNA/Protein> or click the toolbar

shortcut [ S DNA / protein], create a DNA / protein measurement file.

e BN B 88 R Ll e

@J Absorbancy Data(Abs) | Transition Data(%T)

S DNA.dna 4%
Absorbancy Data(Abs) DMNA Conc. Protein Conc. Cone. Radio
Mo. Sample Name = -
WL 1(260.0nm) | WL 2(230.00m) | Ref. WL.(320.0nm) (ug/ml) (ug/mi) (ug/mi Note

1 S | 0.000 0.000 0.000 -0.0045 -0.0080 1.0857

2, 0.000 | 0.000 0.000 | 0.0031 -0.0035 | 9.3245

3 0.000 | 0.000 0.001 | o5 o088t | 0.7124

4 0.000 0.001 0.001 -0.0322 -0.0191 1.7641

5 0.000 | 0.000 0.001 | oo -0.1072 ' 0.4837

6 0.000 | 0.000 0.001 | -0.0129 -0.0364 | 0.8988

7 0.000 | 0.001 0.001 | -o.o19 -0.0280 | 1.2016

B 0.000 0.000 0.001 -0.0161 -0.0725 0.6683

9 UOOG | h:oﬂl UOOG | -‘0.0146 .U..05.73 | -.1.43]...:.3

2. Select the main menu <operation>-><Option> or click the toolbar

shortcut [ h‘3Settings], open the DNA / protein configuration dialog.

3. Select measurement method, the software have two built-in
methods, you can also choose Custom method to input the test
wavelength and coefficient.
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$* DHA/Protein Option

Cona =(Abs,, -Abs; , )xF1-(Abs,, ,-Abs,.;,, )xF2
Corotein™ (AbSWL. E_Absﬁaf. WL.}“F 3_(AbSWL. 1"d‘b5raaf. WL.}“ F4

Analysis Mode Wawvelength Setup Farameter Setup
) Mode 1 WL. 1 260.0 | nm Fi= 49.1
F2= .
O Mode 2 WL. 2 230.0 | nm
{(¥) Custom Mode F3= 183

Ref. WL. M Fa

| Ok | ’Cancel]

4. Click <OK> button to complete configuration.
6. Put reference sample into light path, select the main menu
<operation>-><zero / full-scale> or click the shortcut toolbar button

[:—_zero / full-scale], software will set 0.000Abs/100.0%T for each

wavelength.
8. Put sample into light path, select the main menu <operation>

<start test> or click the shortcut toolbar button [ - test] to start test.

4.6.2 Rename a sample

1. Select a named text box in the data list table.
2. Double-click, Input the sample’s name.

4.6.3 Save data
1. Select the main menu <File>-><Save> shortcut toolbar or click

[HSave...].

2. In the file saving dialog, select file directory and input file name,
click <OK> button.
3. Test Data will be saved, and it is named in the format of “*.dna”
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5. Other features

This chapter shows the other features of UV Professional: set
wavelength, set light switch wavelength, turn on/off tungsten lamp,
turn on/off deuterium lamp, reset dark current.

5.1 set wavelength
Select main menu <operation>-><set wavelength> or click the

toolbar shortcut [ ® set wavelength], to set work wavelength, click
<zero> button to set 0.000Abs/100.0%T for current wavelength.

5.2 Set lamp switch wavelength
Select main menu <operation>-><set lamp switch wavelength> or

click the toolbar shortcut [ = set lamp switch wavelength] to set lamp
switch wavelength, the default value is between 300nm-400nm.

5.3 Turn on/off tungsten lamp

Select main menu <operation> <Turn on /off tungsten lamp> or click

the toolbar shortcut / [Q/ﬂ Turn on/off tungsten lamp] to turn on
or turn off tungsten lamp

5.4 Turn on/off deuterium lamps

Select main menu <operation> <Turn on/off deuterium lamp> or

click the toolbar shortcut / [U/}TﬂTurn on/off Deuterium lamp] to
turn on or turn off D2 lamp
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6 file operations

Software file format description
Photometry: *.bas
Quantitative: *. Qua

Time Scan: *. Kin

Wavelength scanning: *. Wls
Multi-wavelength: *. Mul
DNA / protein: *. Dna

System baseline: *. Sbl

6.1 Save the test data

Select main menu <File>-><Save...> or click shortcut toolbar button
[Save ...], to display file saving dialog, input the file name, click <OK>
button to save the test data file.

6.2 Open Test

Select main menu <File>-><open> or click the toolbar shortcut
button [open ...], to display opening file dialog, select the file name,
click <OK> button to open the file.

6.3 Print test reports

Select main menu <File> <print> or click the toolbar shortcut
[Print ...] to print the test data or spectrum to current printer.
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Appendix 1

DNA / Protein measurement methods:

Cona =(‘Ab5wL. 1'Ab5sz. WL_)“ Fl-(AbSWL_ E'Absmzf. WL_)“FE
Cororein=(Abs,, ,-Abs,; , )xF3-(Abs,, ,-Abs,; ,, )xF4

Ratio= (Abs/wi.1] - Absyref. wr.]) / (Abs fwL. 2]-Abs[ref. wL.])

Method 1:

WL. 1 = 260nm, WL. 2 = 280nm, ref. WL. = 320nm

F1=62.9 F2=36.0 F3=1552 F4=757.3

Cona = (Absr260nmj-Abs[320nm]) X 62.9 — (Abs[2sonmj-Abs;320nm1) X 36.0
Crrotein=(AbS280nmj-AbsS320nm]) X 1552 — (AbS[260nmj-AbS[320nm7) X 757 .3
Ratio= (Abs/260nmj-Abs[320nm)) / (AbSr2sonmi-Absr320nmy)

Method 2:
WL. 1 = 260nm, WL. 2 = 230nm, ref. WL. = 320nm
F1=49.1 F2=3.48 F3=183 F4=75.8

Cona=(Abs260nmj-AbS320nm)) X 49.1 — (AbSr230nmj-AbS[320nm1) X 3.48

Crrotein=(AbS230nmj-AbS[320nm]) X 183 — (AbSs 260nmj-AbS[320nm)) X 75.8
Ratio= (Abs/260nmj-Abs[320nm)) / (AbSr230nmi-AbS 320nmy)
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