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Hall of Fame and Trait Analysis

Introduction

The AQHA Hall of Fame Pedigree Analysis was
developed to answer a practical breeding question with
measurable pedigree data: when a pedigree contains
more AQHA Hall of Fame influence, does it also tend to
reflect broader utility, athletic versatility, and recognizable
Quarter Horse and Paint breed type? While individual
performance outcomes depend on many factors beyond
pedigree, pedigree structure is not random. It reflects the
genetic decisions made over generations, including which
lines were reinforced, which were outcrossed, and what
traits were repeatedly selected for. This analysis provides
a standardized way to describe those structural patterns
using a fixed reference set and consistent mathematical
controls, allowing pedigrees to be compared objectively
across bloodlines, breeding types, and discipline
directions.

The conceptual foundation for this analysis originates
from the work of Susan Larkin, whose Hall of Fame
pedigree framework examined the relationship between
AQHA Hall of Fame saturation and functional
versatility in the American Quarter Horse. Larkin’s work
emphasized that Hall of Fame influence, particularly
through historically speed-influenced foundation lines,
was associated with athletic capacity and the breed’s
ability to remain versatile across uses. The present report
expands and updates that framework to evaluate whether
those observations can be demonstrated and compared
in a measurable, standardized way using updated AQHA
Hall of Fame data through 2025.

Overview and Purpose

The AQHA Hall of Fame Pedigree Analysis is a
structured, quantitative study designed to evaluate
pedigree influence, pedigree structure, and trait
distribution using AQHA Hall of Fame inductees through
2025 as a standardized reference set. The purpose of this
analysis is not to label a pedigree as simply “linebred” or
“outcrossed,” nor to predict show results, earnings, or
trainability. Its purpose is to describe (1) how recognized
Hall of Fame influence is distributed within the pedigree,
(2) how strongly that influence is reinforced, and (3) what
functional tendencies the pedigree is most consistently
built to support when interpreted alongside the individual
horse’s conformation, soundness, and breeding goals.

This study is designed as a decision-support tool for
breeders and owners. It provides objective context for
questions that commonly arise in mating design, such

as whether a pedigree is broadly sourced or tightly
reinforced, whether influence is concentrated on one side
of the pedigree, and whether the pedigree signal supports
specialized direction or broader versatility. The analysis
1s most effective when paired with careful selection

of breeding stock based on conformation, structural
correctness, soundness, and appropriate temperament for

the intended use.

Why the Hall of Fame Benchmark Matters

A key premise of Susan Larkin’s Hall of Fame pedigree
framework was that Hall of Fame saturation reflects long-
term genetic influence and versatility that is not explained
by a show record alone. Historically, the AQHA Hall of
Fame population includes substantial speed and race-bred
foundation influence. Larkin’s theory was that speed was
a prerequisite for true versatility because speed underlies
the athletic capacity required to run, rate, turn, stop, and
work.

I expanded this concept by analyzing a large number of
Quarter Horse and Paint pedigrees to evaluate whether
the number and distribution of AQHA Hall of Fame
influence is associated with differences in type, functional
direction, and versatility. The goal is not to argue that only
Hall of Fame horses are elite, or that Hall of Fame status
is the sole marker of genetic quality. Many exceptional
performers and producers are not Hall of Fame inductees.
Instead, the Hall of Fame list functions as a consistent
benchmark reference set that allows apples-to-apples
comparison across pedigrees without shifting criteria
between disciplines, eras, or personal preferences.

The results are significant for breeders interested in
maintaining the integrity of the Quarter Horse and Paint
as versatile, athletic horses that can run, work a cow, and
possess the conformation that best represents exceptional
breed type and ideal. Although no pedigree analyst
recommends selecting and breeding solely by pedigree,
percentages, or numbers, these figures are powerful tools
when combined with careful selection of breeding stock
based on excellent conformation and type.

AQHA Hall of Fame Reference Set Used in
this Study (Through 2025)

Below are the horses inducted into the AQHA Hall of
Fame through 2025 that were used as the standardized
reference set for the analyses in this report:

Acadomosby Award, A Good Machine, Azure Te (1B), Barbara
L, Blue Valentine, Blondy’s Dude, Baby Doll Combs (Baby Doll),
Beduino (TB), Bert, Big Step, Billy Clegg, Black Easter Bunny,



Casey’s Ladylove, Charger Bay, Cherry Lake (TB), Chicado V,
Chicks Beduino, Clabber, Colonel Freckles, Corona Cartel, Corona
Chuck, Country Classic, Coy’s Bonanza, Cutter Bill, Dashingly,
Dash For Cash, Dashing Phoebe, Depth Charge (TB), Diamonds
Sparkle, Do Good, Doc Bar, Doc O’Lena, Driftwood, Dual Rey,
Easter King, Easy Date, Easy Jet, Esters Little Klu, Expensive
Hobby, Fillinic, First Down Dash, FL Lady Bug, Freckles
Playboy, Frenchmans Guy, Garrett’s Miss Pawhuska, Go Man Go,
Goetta, Grey Badger II, Harlan, Harley D Zip, High Brow Cal,
Hollywood Dun It, Impressive, Indigo Illusion, Jackie Bee, fet
Deck, Joe Cody, Joe Hancock P-455, Joe Reed P-3, Joe Reed 11,
Kaweah Bay, King P-254, Lady Bug’s Moon, Lena’s Bar (TB),
Leo San, Leo P-1335, Lightning Bar, Lynx Melody, Maddon’s
Bright Eyes, Majestic Scotch, Make It Do (Peanuts), Maroon
(TB), Miss fim 45, Miss Meyers, Miss Olene, Miss T Stuart,
Moon Deck, Mr Bar None, Mr Conclusion, Mr Eye Opener, Mr
Gun Smoke, Mr Jess Perry, Mr San Peppy, Okie Leo, Oklahoma
Star P-6, Old Sorrel, Otoe, Ought 1o Go, Parker’s Trouble, Pecho
Dexter, Peppy San, Peppy San Badger, Peter McCue, Plaudit, Poco
Bueno P-3044, Poco Lena, Poco Pine, Poco Twvio, Quo Vadis,
Refrigerator, Rocket Bar (1B), Rocket Wiangler, Ronas Ryon,
Royal King, Royal Santana, Rugged Lark, Runaway Winner,
Scotch Bar Time, Shining Spark, Shue Fly, Skipper W, Smart Chic
Olena, Smart Little Lena, Sonny Dee Bar;, Special Effort, Strawfly
Special, Streakin La Jolla, Streakin Six, Sugar Bars, Sun Frost,
Texas Dandy, The Invester; The Ole Man, Three Bars (1B), Tiger
Leo, Top Deck (1B), Top Moon, Topsail Whiz, Town Policy,
Traveler, Triple’s Image, Trippy Dip (TB), Two Eyed Jack, Van
Decka, Vandy’s Flash, Vital Signs Are Good, Wimpy P-1, Woven
Web (TB), Lan Parr Bay, Zan Parr Jack, Zantanon, {ippo Pat
Bars, {ippo Pine Bay, ippos Mr Good Bar, Lips Chocolate Chip.

Study Background and Study Design

This study began as an applied investigation into whether
Hall of Fame saturation could be used to describe
meaningful differences in pedigree construction across
modern Quarter Horse and Paint populations. The
working question was not whether Hall of Fame horses
are the only elite contributors, but whether the density
and placement of this benchmark influence correspond
with functional direction. To evaluate this, pedigrees were
reviewed across a wide range of breeding types, including
race-bred populations, halter-oriented populations, and
discipline-specialized performance populations, as well

as more diversely bred horses intended to retain broader
utility. As the dataset expanded, repeated structural
patterns emerged, particularly in the relationship
between depth of benchmark repetition, early-generation
reinforcement, and the degree of specialization reflected
in the pedigree.

The analysis is intentionally standardized. The same
Hall of Fame reference set, the same counting rules,

and the same weighting approach are applied to each
subject pedigree to preserve comparability. The study
does not attempt to rank horses by “quality” or to replace
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performance-based selection. Instead, it treats pedigree

as a measurable structure and asks what that structure
indicates about reinforced influence, concentration, and
likely functional direction.

How the Analysis is Built

Each pedigree is manually researched through 20
generations using professional pedigree software, with
every ancestor individually verified to reduce errors that
are common in crowd-sourced pedigree databases. All
AQHA Hall of Fame inductees appearing within the
pedigree are identified and recorded. Each Hall of Fame
horse is counted once as a unique contributor and again
for every time it appears as an occurrence, allowing
independent measurement of elite breadth and elite
depth.

Hall of Fame occurrences are then classified by generation
depth and grouped into defined generation buckets.
Genetic influence is calculated using generation-
weighted pedigree math, reflecting the biological reality
that expected genetic contribution decreases with each
successive generation. Effective genetic contribution is
calculated separately for sire-side and dam-side influence
and then combined, preserving biological plausibility

and preventing artificial inflation of influence. For a more
refined view of how influence is distributed by lineage, the
Excel workbook includes Effective Sire Occurrences and
Effective Dam Occurrences, which summarize weighted
patterns of distribution by side.

A critical advancement of this study is the explicit
separation of deep population-level saturation from
carly-generation reinforcement. High repetition across
many generations often reflects population saturation of
historically influential bloodlines. Repetition concentrated
within the first eight generations reflects intentional
linebreeding and structural reinforcement. By measuring
these mechanisms independently, the study avoids
conflating deep breed influence with close inbreeding
and provides a clearer interpretation of how a pedigree is
constructed.

What the Metrics Mean

Unique Hall of Fame Ancestors measures the breadth

of recognized Hall of Fame influence represented in

the pedigree. Hall of Fame Occurrences measures

how frequently those inductees appear throughout the
pedigree, reflecting concentration and repetition of the
benchmark influence. Duplicated Ancestors (Generations
1-8) measures how many individual ancestors repeat
within the first eight generations, regardless of Hall of
Fame status, describing close-pedigree tightness and
reinforcement. Effective Sire and Dam Occurrences
(Excel workbook) provide a weighted, side-specific view of



AQHA HALL OF FAME & TRAIT ANALYSIS

how Hall of Fame influence is distributed across paternal
and maternal lines.

How Traits are Defined and Measured

Traits in this analysis are defined as repeatable genetic
tendencies that influence how a horse is likely to move,
think, and perform, independent of a single discipline
label. The framework includes athletic capacity (speed
and forward motion, agility and quickness, stop and
turn mechanics), work traits (cow sense, grit, stamina,
and durability), type and structure (substance, bone,
balance, and overall correctness), and mental attributes
(trainability, willingness, reactivity, and work ethic).
Influential ancestors are assigned primary, secondary,
and tertiary trait categories based on documented
performance influence, production history, and historical
breed impact. Trait contribution is allocated using
controls that prevent double counting, and role-based
weighting is applied to reflect trait emphasis while
maintaining fixed total genetic contribution. Trait
contributions are aggregated across the pedigree to
generate trait points and trait percentages, representing
the proportion of Hall-of-Fame-weighted influence
explained by each functional category.

How to Interpret the Tables

Trait tables provide a probability-based profile of

what the pedigree most consistently reinforces and are
most useful for identifying complementary matches and
targeted reinforcement. Metric tables provide objective
measurements of pedigree structure and saturation,
allowing meaningful comparison between pedigrees

by distinguishing breadth, depth, and close-generation
reinforcement. The identity and placement of repeated
influences often matter more than the raw totals, so results
should be interpreted alongside the individual horse’s
conformation, soundness, performance evidence, and
breeding goals.

Interpretation Principles and Practical Use

Pedigree metrics are most useful when they are interpreted
as structure, not as destiny. For that reason, the analysis

1s designed to answer specific questions that come up in
real breeding decisions. For example, does the pedigree
show broad benchmark representation, or is influence
concentrated through a narrower set of repeated lines?

Is reinforcement primarily a deep population signal that
reflects widely used historical bloodlines, or is it close-
range reinforcement within the first eight generations that
indicates tighter structural design? Is benchmark influence
distributed evenly through sire and dam lines, or is it
disproportionately concentrated on one side, which may
matter when selecting a complementary mate?

The results should be interpreted with attention to
placement and mechanism. Two horses can have similar
Hall of Fame totals yet differ meaningfully in construction
if one achieves that total through broad unique
representation with fewer repeats, while another achieves
it through heavy repetition of fewer inductees. Likewise,

a pedigree with lower duplication in the first eight
generations can still stamp strongly when the pedigree

1s highly saturated through depth, particularly when
influential lines recur repeatedly across later generations.
Conversely, high close-generation duplication can increase
predictability but also increases genetic pressure, which
makes individual selection and structural correctness
more important, not less.

In mating design, these tables can be used to clarify
whether reinforcement is being added intentionally or
accidentally. The metric tables help identify where a
pedigree is already tight and where outcross flexibility
exists. The trait tables help determine whether the
pedigree signal is strongly directed toward certain
functional tendencies and whether a proposed pairing is
likely to reinforce those tendencies or provide balance.
When used appropriately, the analysis supports more
deliberate breeding decisions, helps avoid unintended
genetic compression, and assists in selecting crosses that
maintain athletic function, soundness, and breed integrity.

Conclusion and Guide to the Results

The findings from this study support a consistent
relationship between pedigree structure and functional
direction. When pedigrees were evaluated across breed
types and discipline-specialized populations, patterns
emerged in both the level of Hall of Fame saturation

and the way that influence was distributed. Horses bred
for broader utility and traditional breed function tended
to show greater depth and repetition of benchmark
influence across the full pedigree, while highly specialized
populations more often showed narrower concentration
of influence and tighter reinforcement of fewer dominant
lines. These trends align with the historical development
of the Quarter Horse and Paint as versatile athletic
breeds, shaped in part by speed-bred foundation influence
that contributed to agility, substance, and functional
conformation.

The tables that follow are designed to move from
summary to detail. The Hall of Fame metrics provide

an objective description of pedigree breadth, depth,

and close-generation reinforcement, including side-
specific distribution as reflected in effective sire and dam
occurrence calculations. The trait outputs translate
benchmark influence into an interpretable functional
profile. These results should be interpreted as evidence of
genetic direction and reinforcement, not as a guarantee
of performance or an instruction to breed by numbers
alone. The most accurate use of this analysis occurs when
the pedigree results are integrated with evaluation of the
individual horse, including conformation, soundness,
trainability, performance evidence, and the breeder’s
specific goals.

With that context established, the following pages present
the horse-specific outputs.
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Generations 1-20

HOF Occurrences

#of
HOF Fame Horse Name Occurrences | Percentage
in20gens
Casey's Ladylove 1 6.25%
Clabber 3 0.49%
Colonel Freckles 1 6.25%
Dash ForCash 1 3.13%
Depth Charge (TB) 1 0.78%
Do Good 1 0.20%
Doc Bar 3 7.81%
Driftwood 2 1.76%
EasyJet 1 1.56%
First Down Dash 1 6.25%
FL Lady Bug 2 0.78%
Frenchmans Guy 1 25.00%
Go Man Go 1 0.39%
Jet Deck 2 1.56%
Joe Hancock P-455 20 1.57%
Joe Reed P-3 24 3.11%
Joe Reed Il 7 2.88%
King P-234 7 2.64%
Lady Bug's Moon 2 2.34%
Lena's Bar (TB) 1 0.78%
Leo P-1335 6 2.64%
Lightning Bar 4 7.03%
Moon Deck 4 1.37%
Mr Gun Smoke 1 6.25%
Oklahoma Star P-6 6 1.81%
Old Sorrel 8 0.83%
Peter McCue 134 3.43%
Plaudit 1 0.20%
Poco Bueno P-3044 2 1.56%
Rocket Bar (TB) 3 4.69%
Rocket Wrangler 1 1.56%
Streakin Six 1 6.25%
Sugar Bars 1 1.56%
Sun Frost 1 12.50%
Texas Dandy 3 0.78%
Three Bars (TB) 18 10.30%
TopDeck (TB) 6 1.27%
Top Moon 2 0.78%
Traveler 145 2.85%
Zantanon 10 1.95%

Hall of Fame occurrences measure how frequently AQHA
Hall of Fame inductees appear throughout the analyzed
pedigree. Unlike the “unique Hall of Fame ancestors”
value, which reflects breadth, the occurrences value
reflects concentration and repetition of that benchmark
influence. A higher occurrences number indicates that
recognized Hall of Fame horses recur multiple times
through different branches of the pedigree, increasing
the likelihood that the type and tendencies associated
with those bloodlines are reinforced. A lower occurrences
number indicates less repetition and suggests the
pedigree’s influence may be distributed more broadly
across non—Hall of Fame contributors.

doe Reed certainly shows up in this photo of the

Farne and Museun.

Joe Reed II

Occurrences should be interpreted alongside placement
in the pedigree and overall duplication, because repetition
closer to the horse generally has greater practical impact
than repetition in distant generations. For a more refined
view of how Hall of Fame influence is distributed between
paternal and maternal lineages, please review the Excel
workbook outputs for Effective Sire Occurrences and
Effective Dam Occurrences, which quantify weighted
contribution patterns by side.
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Duplicated Ancestors

Duplicated ancestors within the first eight generations
measure how many individual ancestors repeat in the
close pedigree, regardless of whether they are Hall of
Fame inductees. This metric reflects how genetically
“tight” the near pedigree is.

Higher duplication indicates more close-line
reinforcement, which can increase uniformity and
prepotency, but it can also raise linebreeding pressure
and the likelithood that both strengths and weaknesses
are amplified.

Lower duplication indicates a more open, outcrossed
structure in the closer generations, which often
increases genetic diversity and reduces close-up
bottlenecks.

However, a pedigree can still “stamp” strongly with

Generations I-8

Hall of Fame occurrences, effective sire and dam
occurrences, and the location of repeated influences
across the entire pedigree.

An 8-generation COI of 1.0536% indicates low
measurable inbreeding pressure despite a high early
reinforcement tier based on duplicated ancestor
structure. The unique ancestor counts reinforce the
same conclusion, with 398 unique ancestors out of 511
possible across eight generations (77.89%) and 192
unique ancestors out of 256 possible in generation 8
(75.00%), indicating that the early pedigree remains
highly open while still carrying targeted reinforcement.

Collectively, these findings support a mare whose
predictability is driven by defined linebreeding
architecture and broad contributor diversity rather
than high early-generation inbreeding pressure or

low early duplication if it is highly reinforced through pedigree collapse.

depth, particularly when influential ancestors recur

repeatedly in later generations or when the pedigree

is saturated with concentrated influence overall. For

that reason, this value should be interpreted alongside

Duplicated Ancestors (Gens 1-8) Percentages Occurrences

Three Bars 9.77% 13
Doc Bar 7.81% 3
Lightning Bar 7.03% 4
Rocket Bar 4.69% 3
Della P 4.30% 5
Miss Night Bar 3.91% 3
Joe Reed I 2.34% 3
King 2.34% 5
Lady Bug's Moon 2.34% 2
Leo 2.34% 4
Barred 1.95% 2
Sergeant 1.95% 2
JetDeck 1.50% 2
Joe TomMc 1.56% 2
Oklahoma Star 1.56% 4
Poco Bueno 1.56% 2
Joe Hancock 1.17% 3
Joe Reed 1.17% 2
Midnight Jr 1.17% 2
Moon Deck 1.17% 3
Nasrullah 1.17% 2
Waggoner Mare 1.17% 2
Big Nigger 0.78% 2
Chicaro 0.78% 2
Ranger Hancock 0.78% 2
Red Dog 0.78% 2
Zantanon 0.78% 2
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HOF Pedigree Saturation

KEE Aint Jest A Hobby cxhibits a very high breadth
AQHA Hall of Fame saturation profile paired with high
carly reinforcement, rather than a shallow pedigree or

a structure dependent upon close-range compression
alone. With 40 unique AQHA Hall of Fame ancestors
(Metric 1) and 439 total Hall of Fame occurrences
(Metric 2), the pedigree demonstrates very high breadth
and moderate depth. This indicates that the mare draws
from a large pool of elite contributors while repeating
selected contributors at a meaningful frequency across
twenty generations, producing reinforcement without
the extreme depth layering observed in highly saturated
pedigrees.

Metric 3 = 27 duplicated ancestors in the first eight
generations places this pedigree in the high early
reinforcement tier, confirming that close-range
duplication pressure is present and structurally
meaningful within the early pedigree. However, the low
8-generation COI of 1.0536% and high unique ancestor
counts of 398/511 (77.89%) through eight generations
and 192/256 (75.00%) in generation eight demonstrate
that this reinforcement occurs within a comparatively
open structural framework rather than within a collapsed
pedigree.

The early reinforcement profile is centered primarily
within the pedigree’s speed architecture. Three Bars
(13 occurrences in generations 1 through 8) functions
as the dominant early anchor, supported by Lightning
Bar (4 occurrences), Rocket Bar (3 occurrences), Doc
Bar (3 occurrences), Della P (5 occurrences), King (5
occurrences), Leo (4 occurrences), Miss Night Bar (3
occurrences), Joe Reed II (3 occurrences), Lady Bug’s
Moon (2 occurrences), Jet Deck (2 occurrences), Poco
Bueno (2 occurrences), Joe Tom MC (2 occurrences),
Oklahoma Star (4 occurrences), Moon Deck (3
occurrences), Joe Reed (2 occurrences), Joe Hancock (3
occurrences), Waggoner Mare (3 occurrences), Barred
(2 occurrences), Sergeant (2 occurrences), Nasrullah
(2 occurrences), Midnight Jr (2 occurrences), Red Dog
(2 occurrences), Chicaro (2 occurrences), Zantanon (2
occurrences), Big Nigger (2 occurrences), and Ranger
Hancock (2 occurrences). Together, these contributors
create a highly organized reinforcement structure built
around the Three Bars speed family while preserving
influence from several important Quarter Horse
foundation families.

The reinforcement patterns themselves reveal that

this structure is being created through multiple forms

of genetic reinforcement rather than simple ancestor
repetition. The strongest linebreeding structures occur to
Doc Bar, Rocket Bar, Lightning Bar, Three Bars, Della

P, Poco Bueno, Leo, Miss Night Bar, Joe Reed II, King,
Barred, Sergeant, Waggoner Mare, and Nasrullah, while
concentrations occur to Lady Bug’s Moon, Joe Tom MC,

Jet Deck, Oklahoma Star, Moon Deck, Joe Reed, Joe
Hancock, Midnight Jr, Red Dog, Chicaro, Zantanon, Big
Nigger, and Ranger Hancock.

Particularly notable is the 5x5x6 linebreeding to Doc

Bar through son Doc’s Jack Frost on the tail male line,
daughter Doc Bar Laurie on the tail female line, and
daughter Doc Bertie. This pattern ties the tail male

and tail female lines together to Doc Bar while also
incorporating sex balancing through both son and
daughter conduits. A sex-balanced linebreeding that
converges through both the tail male and tail female lines
represents one of the more structurally significant forms
of pedigree reinforcement. In this pattern, the same
ancestor is reached through the direct paternal chain on
one side of the pedigree and the direct maternal chain on
the other, creating a rare convergence of the pedigree’s
two most persistent inheritance pathways. This type of
linebreeding suggests deliberate family consolidation
across generations and reflects the repeated selection of
descendants from the same influential genetic family. As
a result, this pattern is often viewed as a stronger form of
family consolidation than a typical collateral duplication
because the ancestor is reinforcing the pedigree through
both its primary sire-line and female-family structures
rather than through secondary ancestral pathways. This
is one of the most powerful forms of linebreeding because
it reinforces Doc Bar’s nuclear DNA through both male
and female pathways while also preserving mitochondrial
DNA influence through his daughters.

Additional sex-balanced reinforcement occurs through
Della P, Poco Bueno, Leo, Joe Reed II, King, Waggoner
Mare, and Nasrullah. The 6x7x7x7x8 linebreeding to
Della P occurs through both sons and daughters, while
7x7 linebreeding to Poco Bueno, 7x7x8x8 linebreeding
to Leo, 6x8x8 linebreeding to Joe Reed II, 7x8x8x8x8
linebreeding to King, and 7x8 linebreeding to Nasrullah
all utilize both male and female conduits. Sex-balanced
patterns reinforce both nuclear DNA and mitochondrial
DNA pathways while preserving influence from important
maternal families.

The dominant reinforcement architecture of the

pedigree is the extensive Three Bars structure.
6x6x7x7x7x7x7x7x8x8x8x8x8 linebreeding to Three Bars
occurs through sons Lightning Bar (4X), Rocket Bar (3X),
War Chant, Barred, Sugar Bars, and Steel Bars, together
with daughters Bardella and Lenas Bar. Lightning Bar
and Bardella are also full siblings, creating additional
family cohesion within the reinforcement pattern. This
extensive multi-path structure forms the primary speed
foundation operating within the mare.

Male-oriented reinforcement occurs through Lightning
Bar and Rocket Bar. 5x6x6x7 linebreeding to Lightning
Bar occurs through sons Doc Bar (3X) and Laughing Boy,



while 5x7x7 linebreeding to Rocket Bar occurs through
sons Three Jets and Rocket Wrangler and daughter Gay’s
Delight. Collectively, these patterns strengthen the speed-
producing branch of the pedigree while simultaneously
serving as major pathways back to Three Bars.

Additional stabilization occurs through daughters-

only linebreeding to Barred and Sergeant. The 6x8
linebreeding to Barred occurs through daughters Miss
Night Bar and Barred Hug, while 6x8 linebreeding

to Sergeant occurs through daughters Miss Amarillo

and FL Lady Bug. Female-only reinforcement patterns
contribute stabilization through the maternal side of the
pedigree and preserve influence from important female-
family branches without introducing additional male-line
concentration.

Several important patterns occur as concentrations

rather than true linebreeding. A 6x7 concentration

to Lady Bug’s Moon occurs on the sire’s side of the
pedigree through daughters Masked Bug and Rose Bug,
creating a maternal-family reservoir of influence. A 7x7
concentration to Joe Tom MC occurs on the sire’s side of
the pedigree through son Mc Rusty and daughter Chigger
Barnes, while a 7x7 concentration to Jet Deck occurs on
the sire’s side of the pedigree through sons Easy Jet and
Gallant Jet. Because the Jet Deck concentration occurs
through sons only, it creates a performance-oriented
reservoir of influence within the sire-side structure.
Additional concentrations occur to Oklahoma Star, Moon
Deck, Joe Reed, Joe Hancock, Midnight Jr, Red Dog,
Chicaro, Zantanon, Big Nigger, and Ranger Hancock.
Collectively, these concentrations create localized
reservoirs of influence within specific family branches
without producing direct cross-pedigree reinforcement.

The deep saturation drivers are evident when evaluated
across the full twenty-generation occurrence profile.
Traveler and Peter McCue function as the primary depth
engines of the pedigree, with substantial supporting
influence from Joe Reed P-3, Joe Hancock P-455, Three
Bars, King P-234, Leo P-1335, Zantanon, Oklahoma Star
P-6, and multiple additional Hall-of-Fame contributors
layered throughout the pedigree. These contributors form
the traditional Quarter Horse foundation layer supporting
the closer speed and performance conduits.

# OF HOF ANCESTORS

Reflects the number of unique

AQHA Hall of Fame Ancestors

in 20 generations of the subject
horse’s pedigree.

# OF OCCURRENCES

Reflects the number of occurrences

of the unique AQHA Hall of Fame

Ancestors in 20 generations of the
subject horse’s pedigree.
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When the deeper pedigree reservoir is examined, the
structural background reflects extensive reinforcement of
the foundational Quarter Horse sire families responsible
for modern speed, production, and athletic performance.
The concentration of Traveler, Peter McCue, Joe Reed
P-3, Joe Hancock P-455, Zantanon, King, Leo, Oklahoma
Star, and Three Bars within the reservoir provides
substantial depth support behind the closer reinforcement
patterns operating within the engine room and transition

layer.

Together, these drivers confirm that the pedigree’s
saturation is achieved through broad contributor diversity
supported by targeted early reinforcement. The pedigree
combines substantial Quarter Horse foundation depth
with a highly organized speed-oriented reinforcement
structure, creating cohesion without excessive pedigree
compression.

When the reinforcement architecture is evaluated as

a whole, sex-balanced linebreeding emerges as the
dominant structural theme of the pedigree. Although
significant male-oriented reinforcement occurs through
Three Bars, Lightning Bar, and Rocket Bar, the strongest
foundational patterns are concentrated within the
sex-balanced reinforcements to Doc Bar, Della P, Poco
Bueno, Leo, Joe Reed II, King, and Nasrullah. Because
these patterns utilize both male and female conduits,
they reinforce both nuclear DNA and maternal-family
influence simultaneously. As a result, the pedigree derives
much of its structural strength from balanced family
consolidation rather than from simple sire-line stacking or
isolated concentration patterns.

The weakest reinforcement structures are the one-sided
concentrations. While concentrations to Jet Deck, Joe
Tom MC, Joe Hancock, Oklahoma Star, Moon Deck,
Chicaro, Zantanon, Big Nigger, Ranger Hancock,

and related contributors create localized reservoirs

of influence, they do not provide the same level of
cross-pedigree reinforcement achieved by the major
sex-balanced linebreeding patterns. Their value lies in
preserving family influence within individual branches
rather than creating broad pedigree cohesion.

DUPLICATED ANCESTORS

Reflects the number of unique
horses duplicated within the first
eight generations of the subject

horse’s pedigree.
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Metrics

The indices support the same classification. DBR (10.975)  distributed trait signal.
indicates moderate repeat influence per unique Hall-of-

Fame ancestor. In practical terms, this mare is structured with very
high Hall-of-Fame breadth, moderate depth, and high
DESI (15.679) confirms that the saturation signal carries carly reinforcement within a structurally open pedigree

meaningful depth emphasis rather than functioning purely  framework.
as an early duplication artifact.
The reinforcement that exists is concentrated around the

DESI2 (118.649) confirms that the pedigree retains Three Bars speed family while simultaneously utilizing

structural coherence after accounting for early duplicated ~ multiple sex-balanced reinforcement structures, female-

ancestors, indicating that the elite signal persists beyond family stabilization patterns, and one-sided family

carly reinforcement alone. concentrations. Together, these create a pedigree that
emphasizes speed transmission, production influence, and

TCI (0.204) reflects a moderately concentrated trait athletic versatility while preserving substantial genetic

profile centered on speed expression, production openness and breeding flexibility.

influence, and athletic versatility rather than a broadly

DBR - Depth-To-Breadth Ratio

Calculated as Metric 2 divided by Metric 1. This ratio
describes how much repetition exists per unique Hall of
Fame ancestor. Higher values indicate greater repetition of
the same elite ancestors, while lower values indicate broader
representation with less repetition per ancestor.

10.98

DESI

Calculated as Metric 2 divided by (1 + Metric 3). This index
rewards deep Hall of Fame saturation while penalizing heavy 1 5 6 8
early-generation duplication. Higher values indicate strong °

elite depth without reliance on concentrated short-range

reinforcement.

DESI2 Depth Adjusted Saturation Index

Calculated as Metric 2 divided by (1 + Metric 3 + 10).
This variation applies a softer penalty to early duplication, 1 1 8 6 5
preventing excessive compression of scores in populations *

where short-range duplication is common. It is used for
comparisons across heavily linebred populations.

TCI Trait Concentration Index

Calculated as the sum of squared trait percentages across all
defined trait categories. Trait percentages are expressed as
decimals that sum to 1. This index measures how evenly or
unevenly Hall of Fame saturation is distributed across traits.
Lower values indicate a more balanced trait profile, while
higher values indicate concentration into fewer traits.
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KEE Aint Jest A Hobby’s pedigree reflects a speed-
oriented production profile with its strongest Hall-of-Fame-
weighted influence centered on Speed and Acceleration
(31.26%), supported by Maternal / Paternal Influence and
Production (25.72%) and Athleticism / Functional Versatil-
ity (15.52%). Together, these traits account for more than
72% of the total weighted Hall-of-Fame signal, describing a
mare built around speed transmission, production strength,
and broad athletic capability rather than a narrowly special-
ized performance profile dependent upon a single functional
trait.

The dominance of Speed and Acceleration is consistent
with the pedigree’s reinforcement architecture. Three Bars
functions as the primary early anchor within the pedigree
and 1s supported by additional reinforcement to Lightning
Bar, Rocket Bar, Jet Deck, Lady Bug’s Moon, Miss Night
Bar, and multiple supporting speed families. The extensive
Three Bars structure, together with the male-oriented rein-
forcement observed through Lightning Bar and Rocket Bar,
creates a concentrated speed signal that ultimately emerges
as the strongest trait category within the analysis.

Maternal / Paternal Influence and Production contributes
25.72% of the total weighted signal and represents one of
the defining strengths of the pedigree. This level of pro-
duction influence indicates that the pedigree is not built
solely upon individual performance contributors but is also
supported by families that have repeatedly demonstrated
the ability to transmit quality across multiple generations.
The extensive sex-balanced reinforcement observed through
Doc Bar, Della P, Poco Bueno, Leo, Joe Reed 11, King, and
Nasrullah further supports this production-oriented profile
by consolidating influential families through both male and
female pathways.

Athleticism / Functional Versatility contributes 15.52% of
the total signal, providing substantial support beneath the
dominant speed and production categories. This indicates
that the pedigree’s strengths extend beyond pure speed
expression and include contributors historically associated
with adaptability, functional athleticism, and performance
range across multiple disciplines. Rather than creating a
narrowly focused sprint profile, this versatility component
broadens the pedigree’s potential application across multiple
western performance environments.

Additional trait contributions include Stamina and Cardio-
vascular Engine (7.30%) and Cow Sense and Cattle Work
(7.26%). Both traits contribute at a supportive level and help
balance the pedigree’s dominant speed influence. The stam-
ina component provides additional engine capacity beneath
the acceleration profile, while the cow-sense contribution
reflects the influence of several important working-horse
families operating within the deeper pedigree background.

Conformation and Type (6.19%) contributes at a supportive
level, indicating structural type influence is present within
the model output but is not a primary driver of the trait
distribution. Soundness and Structural Durability (3.42%)
contributes at a supporting level, indicating durability influ-
ence exists within the pedigree but functions as a secondary
component rather than a dominant source of the Hall-of-
Fame-weighted signal.

Trainability and Mind (2.67%) contributes at a supporting
level, indicating mental and rideability influences are pres-
ent within the pedigree structure but do not drive the overall
distribution. Stop, Turn, and Maneuverability (0.65%)
appears at a minor level, suggesting maneuver-oriented
contributors exist within the pedigree but are largely over-
shadowed by the stronger speed, production, and versatility
components.

Movement Quality (0.00%) does not meaningfully con-
tribute to the model output, reinforcing that this pedi-
gree’s functional identity is being expressed through speed
transmission, production influence, athletic versatility, and
supporting stamina and cow-horse traits rather than gener-
alized movement scoring,

Opverall, the trait distribution reflects a speed-oriented
production profile supported by substantial athletic versatil-
ity. The dominance of Speed and Acceleration, combined
with strong Production influence and reinforced by multiple
sex-balanced family consolidations throughout the pedigree,
suggests a genetic profile designed to transmit performance
capability while preserving long-term breeding value. The
resulting trait architecture is best characterized as a speed-
driven, production-focused pedigree with broad athletic
foundations and sufficient supporting versatility to remain
relevant across multiple western performance disciplines.
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Top Traits

Top 5 traits highlighted

Speed & Acceleration 31.26%
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Influence & Production 25.72%
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Soundness & Structural 3.42%
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Trainability & Mind 2.67%

Stop, Turn & 0.65%
Maneuverability

Movement Quality 0.00%
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The Trait Tables summarize the pedigree’s most
consistently reinforced tendencies by aggregating trait
signals from influential ancestors and showing their
relative strength and distribution, including how those
tendencies appear across the sire side and dam side.
These tables are best interpreted as a probability-based
profile of what the pedigree is most likely to support, not
as a guarantee of an individual horse’s performance,
temperament, or soundness. They are most useful

for identifying complementary matches, targeted
reinforcement, and potential gaps that may benefit from
outcrossing or structural balance.

The Metric Tables quantify pedigree structure and
saturation using standardized measurements, such as
Hall of Fame breadth and concentration, and duplication
within the closer generations. These values provide an
objective way to compare pedigrees and to understand
whether a pedigree reflects broader diversity, heavier
reinforcement around specific influences, or tighter
close-up linebreeding that may increase genetic pressure.
Metric results should be interpreted in context with the
individual horse’s conformation, performance evidence,
and breeding goals, because the location of key influences
in the pedigree and the quality of the individual remain
decisive factors in outcomes.

40

439

27

s o, s
DBR 10.975
DESI _ 15.679
TCI 0.204

Very high HOF breadth
Moderate depth ¢ High early reinforcement
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Pedigree Summary

This pedigree analysis applies a structured, quantitative
methodology designed to evaluate elite genetic influence,
pedigree depth, reinforcement architecture, and trait dis-
tribution using updated AQHA Hall of Fame data through
2025. The study builds upon the conceptual framework
introduced by Susan Larkin while introducing additional
controls, generation-weighted calculations, and pedigree
reinforcement analysis to more precisely measure genetic
influence and family consolidation.

The pedigree of KEE Aint Jest A Hobby was manually
researched through 20 generations using QuarterBase
Pedigree software, with each ancestor verified individually
to ensure accuracy and to avoid errors commonly found in
crowd-sourced pedigree databases. All unique AQHA Hall
of Fame horses appearing within the pedigree were identi-
fied and recorded. Each Hall of Fame ancestor was counted
once as a unique contributor and again for every occurrence
throughout the pedigree, allowing separate evaluation of
both pedigree breadth and pedigree depth.

All Hall of Fame occurrences were classified by generation
depth and grouped into defined generation buckets (1 to
3,4 t0 6,7 to9, and 10+). Genetic influence was calcu-
lated using generation-weighted pedigree math, reflecting
the biological principle that expected genetic contribution
decreases with each successive generation. Effective genetic
contribution was calculated separately for sire-side and
dam-side influence and then combined to produce a total
effective contribution for each Hall of Fame ancestor.

A known limitation of this analysis is related to Quarter-
Base’s handling of duplicated ancestor lines for foundational
sires such as Traveler and Peter McCue. In deeply saturated
pedigrees, QuarterBase truncates repeated duplication
paths for these ancestors beyond a certain depth. As a result,
some very deep duplication chains may be underrepre-
sented in the generation bucket counts, particularly in the
10+ generation category. This limitation does not affect the
identification of unique Hall of Fame ancestors and does
not materially alter the overall saturation patterns observed,
but it should be noted that deep-generation duplication for
these foundational horses may be conservatively estimated.

Each Hall of Fame ancestor was assigned primary, sec-
ondary, and tertiary trait categories based on documented
performance influence, production history, and historical
breed impact. Trait contribution was conditionally allo-
cated, meaning an ancestor’s effective genetic contribution
could apply only once per trait category, preventing double
counting. Role-based weighting was applied to reflect rela-
tive trait emphasis while maintaining a fixed total genetic
contribution, ensuring that no ancestor exceeded biologi-
cally plausible influence within the model.

Genetic influence was calculated using generation-weighted
pedigree math consistent with established inheritance
principles. Specific coeficients, weighting parameters, and
index constructions used in this analysis are proprietary and
are therefore not disclosed in detail. The methodology is
designed to preserve biological constraints, prevent double
counting, and allow meaningful comparison of pedigree
structure and trait emphasis without exposing reproducible
scoring mechanics.

Trait contributions were aggregated across the pedigree to
calculate Trait Points and Trait Percentages, representing
the proportion of Hall-of-Fame-weighted genetic influence
explained by each trait category. Approximately 85 percent
of the pedigree’s Hall-of-Fame genetic signal is captured
within the defined trait framework, indicating a coherent
and interpretable pedigree structure rather than a diffuse or
ornamental one.

Pedigree structure was further evaluated using three core
saturation metrics, four saturation indices, and early-gener-
ation reinforcement analysis of duplicated ancestors within
the first eight generations. Reinforcement patterns were
classified according to their structure, including sex-bal-
anced linebreeding, male-oriented reinforcement, female-
oriented reinforcement, and one-sided concentrations.

In KEE Aint Jest A Hobby, the pedigree expresses a very
high breadth tier paired with a moderate depth tier and

a high early reinforcement tier, reflected by Metric 1 =

40 unique AQHA Hall of Fame ancestors, Metric 2 =

439 total Hall of Fame occurrences, and Metric 3 = 27
duplicated ancestors in the first eight generations. The
index profile supports this structural interpretation. DBR
(10.975) indicates moderate repeat density per unique Hall
of Fame ancestor relative to highly saturated pedigrees.
DESI (15.679) confirms substantial depth layering without
extreme multi-generation compression. DESI2 (118.649)
demonstrates that the pedigree’s saturation signal remains
structurally coherent after adjusting for early duplicated
ancestors. TCI (0.204) reflects a moderately concentrated
trait profile dominated by speed expression, production
influence, and athletic versatility rather than a broadly dis-
tributed performance signal.

Within eight generations, KEE Aint Jest A Hobby carries

a highly organized reinforcement structure centered on

the Three Bars speed family while simultaneously utilizing
multiple sex-balanced linebreeding patterns through influ-
ential Quarter Horse foundation contributors. The strongest
linebreeding structures occur to Three Bars, Doc Bar, Light-
ning Bar, Rocket Bar, Della P, Miss Night Bar, Joe Reed

I, King, Leo, Barred, Sergeant, Waggoner Mare, Poco
Bueno, and Nasrullah. Additional concentrations occur to
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Lady Bug’s Moon, Joe Tom MC, Jet Deck, Oklahoma Star,
Moon Deck, Joe Reed, Joe Hancock, Midnight Jr, Red Dog,
Chicaro, Zantanon, Big Nigger, and Ranger Hancock.

Particularly notable is the 5x5x6 linebreeding to Doc Bar
through son Doc’s Jack Frost on the tail male line, daughter
Doc Bar Laurie on the tail female line, and daughter Doc
Bertie. This pattern ties the tail male and tail female lines
together to Doc Bar while also incorporating sex balancing
through both son and daughter conduits. A sex-balanced
linebreeding that converges through both the tail male and
tail female lines represents one of the more structurally
significant forms of pedigree reinforcement. In this pattern,
the same ancestor is reached through the direct paternal
chain on one side of the pedigree and the direct mater-
nal chain on the other, creating a rare convergence of the
pedigree’s two most persistent inheritance pathways. This
type of linebreeding suggests deliberate family consolida-
tion across generations and reflects the repeated selection
of descendants from the same influential genetic family. As
a result, this pattern is often viewed as a stronger form of
family consolidation than a typical collateral duplication
because the ancestor is reinforcing the pedigree through
both its primary sire-line and female-family structures
rather than through secondary ancestral pathways. This is
one of the most powerful forms of linebreeding because it
reinforces Doc Bar’s nuclear DNA through both male and
female pathways while also preserving mitochondrial DNA
influence through his daughters.

Additional reinforcement occurs through multiple sex-
balanced structures involving Della P, Leo, Joe Reed II,
King, Poco Bueno, Waggoner Mare, and Nasrullah. These
patterns reinforce entire genetic families rather than isolated
branches, creating broader family consolidation and increas-
ing the likelihood that historically associated traits remain
recognizable throughout the pedigree. The extensive rein-
forcement to Three Bars through Lightning Bar, Rocket Bar,
War Chant, Barred, Sugar Bars, Steel Bars, Bardella, and
Lenas Bar forms the dominant speed architecture operat-
ing within the mare and serves as the primary performance
foundation of the pedigree.

Several important contributors appear as concentrations
rather than true linebreeding patterns. Concentrations to
Lady Bug’s Moon, Joe Tom MC, Jet Deck, Oklahoma Star,
Moon Deck, Joe Reed, Joe Hancock, Midnight Jr, Red Dog,
Chicaro, Zantanon, Big Nigger, and Ranger Hancock occur
primarily within individual pedigree branches rather than
across both sides of the pedigree. A concentration on one
side of the pedigree is a structural note since it is not line-
breeding through sire and dam lines of the pedigree. These
patterns function as localized reservoirs of influence rather
than cross-pedigree reinforcement structures.

The deep saturation drivers are evident when evaluated

across the full twenty-generation occurrence profile. Travel-
er and Peter McClue function as the primary depth engines
of the pedigree, with substantial supporting influence from
Joe Reed P-3, Joe Hancock P-455, Three Bars, King P-234,
Leo P-1335, Zantanon, Oklahoma Star P-6, and multiple
additional Hall-of-Fame contributors layered throughout the
pedigree. These contributors form the traditional Quarter
Horse foundation layer supporting the closer speed and
performance conduits operating within the early pedigree.

When the deeper pedigree reservoir is examined, the
structural background reflects extensive reinforcement of
the foundational Quarter Horse sire and female families
responsible for modern speed, production, athletic perfor-
mance, and durability. The concentration of Traveler, Peter
McCue, Joe Reed P-3, Joe Hancock P-455, Zantanon, King,
Leo, Oklahoma Star, and Three Bars within the reservoir
provides substantial depth support behind the closer rein-
forcement patterns operating within the engine room and
transition layer.

When the reinforcement architecture is evaluated as a
whole, sex-balanced linebreeding emerges as the dominant
structural theme of the pedigree. Although significant
male-oriented reinforcement occurs through Three Bars,
Lightning Bar, and Rocket Bar, the strongest foundational
patterns are concentrated within the sex-balanced reinforce-
ments to Doc Bar, Della P, Poco Bueno, Leo, Joe Reed 11,
King, Waggoner Mare, and Nasrullah. Because these pat-
terns utilize both male and female conduits, they reinforce
both nuclear DNA and maternal-family influence simulta-
neously. As a result, the pedigree derives much of its struc-
tural strength from balanced family consolidation rather
than from simple sire-line stacking or isolated concentration
patterns.

Sex-balanced linebreeding occurs when an ancestor is rein-
forced through both male and female descendants, allowing
the pedigree to concentrate the influence of an entire ge-
netic family rather than a single inheritance pathway. This
pattern is often associated with greater pedigree stability,
increased trait consistency, and the preservation of charac-
teristics historically transmitted by that ancestor. Because
the ancestor has demonstrated the ability to influence both
sons and daughters, sex-balanced linebreeding is gener-
ally regarded as a stronger form of genetic reinforcement
than duplication occurring exclusively through one sex. It is
frequently utilized to consolidate important family traits, in-
crease uniformity, and establish a recognizable family stamp
within a breeding program.

The weakest reinforcement structures are the one-sided
concentrations. While concentrations to Jet Deck, Joe Tom
MUC, Joe Hancock, Oklahoma Star, Moon Deck, Chicaro,
Zantanon, Big Nigger, Ranger Hancock, and related con-
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tributors create localized reservoirs of influence, they do
not provide the same level of cross-pedigree reinforcement
achieved by the major sex-balanced linebreeding pat-
terns. Their value lies in preserving family influence within
individual branches rather than creating broad pedigree
cohesion.

Applied to KEE Aint Jest A Hobby, this analysis describes a
pedigree characterized by very high Hall of Fame breadth,
moderate depth layering, and high early reinforcement
anchored by the Three Bars speed family while simultane-
ously utilizing multiple sex-balanced family consolidations
throughout the pedigree. The broader reservoir contains
substantial Quarter Horse foundation depth through
Traveler, Peter McCue, Joe Reed, Joe Hancock, King, Leo,
Zantanon, and Oklahoma Star, while the closer pedigree is
organized around highly structured reinforcement patterns
designed to consolidate speed, production, and athletic
performance families.

The resulting structure reflects targeted reinforcement sup-
ported by substantial reservoir depth, strong contributor

diversity, and multiple family-consolidation mechanisms.
The functional trait distribution remains centered on Speed
and Acceleration and Maternal / Paternal Influence and
Production, supported by Athleticism / Functional Versatil-
ity, Stamina and Cardiovascular Engine, and Cow Sense
and Cattle Work.

The results align with patterns identified in Susan Larkin’s
Hall of Fame pedigree research while demonstrating that
updated Hall of Fame data, generation-weighted analysis,
and reinforcement-architecture evaluation provide a more
precise and modern assessment of genetic structure, family
consolidation, and long-term breeding direction.
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Breeder Takeaway

KEE Aint Jest A Hobby functions as a speed-oriented
production mare within this pedigree evaluation
framework. The pedigree combines a dominant speed
architecture with multiple family-consolidation structures
distributed throughout the engine room. While the speed
architecture defines much of the pedigree’s performance
identity, the family-consolidation structures help explain
how that influence has been preserved and stabilized
across generations. As a result, the pedigree offers
breeders multiple avenues for reinforcement depending
upon whether the objective is performance concentration,
family preservation, family consolidation, or strategic

outcrossing.

This guide is built to remain consistent with the
established Hall of Fame trait map. Accordingly, only
AQHA Hall of Fame inductees are assigned Primary,
Secondary, and Tertiary trait roles. Non-Hall of Fame
ancestors may be discussed structurally but are not
trait-mapped in this system. That distinction is required
for consistency across reports and for preserving
comparability among analyses.

Engine Room and Reservoir Structure

Generations 4 through 6 function as the engine room in
all pedigrees. Within this window, conduits stabilize and
transmission becomes structurally repeatable. Generations
7 through 20 function as the reservoir, where depth and
critical mass accumulate behind those conduits. In this
framework, the conduit determines what can transmit,
while the reservoir depth determines how strongly and

consistently it transmits.

In KEE Aint Jest A Hobby, the engine room is dominated
by reinforcement to Three Bars, Doc Bar, Lightning Bar,
Rocket Bar, Della P, Miss Night Bar, Lady Bug’s Moon,
Joe Reed II, Leo, King, Barred, and Sergeant. These
contributors occupy the generations where transmission
becomes structurally repeatable and collectively establish
the primary reinforcement architecture operating within
the pedigree.

The dominant performance architecture within the
engine room is centered on Three Bars. The extensive
reinforcement to Three Bars through multiple sons and
daughters creates a broad speed framework supported by
reinforcement through Lightning Bar, Rocket Bar, Barred,
Bardella, Lenas Bar, Sugar Bars, Steel Bars, and War
Chant. This pattern repeatedly returns to proven speed-
producing branches of the Three Bars family and forms

the primary performance foundation operating within the
pedigree.

The strongest structural theme within the pedigree,
however, 1s the repeated occurrence of sex-balanced
family-consolidation patterns. The most significant
example is the 5x5x6 linebreeding to Doc Bar through son
Doc’s Jack Frost on the tail male line, daughter Doc Bar
Laurie on the tail female line, and daughter Doc Bertie.
Additional sex-balanced reinforcement occurs through
Della P, Poco Bueno, Leo, Joe Reed II, King, Waggoner
Mare, and Nasrullah. When evaluated collectively, these
patterns demonstrate a consistent tendency toward
reinforcing entire families rather than isolated inheritance

branches.

Behind the engine room sits a substantial reservoir
reinforced through additional Three Bars family
contributors together with Jet Deck, Joe Tom MC,
Oklahoma Star, Moon Deck, Joe Reed, Joe Hancock,
Midnight Jr, Red Dog, Chicaro, Zantanon, Big Nigger,
Ranger Hancock, and numerous deeper Quarter Horse
foundation contributors. This reservoir provides depth
support behind the closer reinforcement structures

and increases the likelithood that the traits associated
with those contributors remain recognizable across

generations.

Generation Planning Rule for Breeding
Decisions

All breeding decisions must be evaluated on the foal’s
pedigree rather than on the mare’s pedigree as a
standalone document.

When KEE Aint Jest A Hobby becomes the dam of a

foal, every ancestor moves one generation farther back.
Reinforcement and avoidance decisions must therefore be
planned based on where key contributors land in the foal’s
generation structure and whether the stallion connects to
those same reinforcement lanes.

Misalignment on generation reference is a frequent source
of unintentional tightening or missed reinforcement
opportunities. Placement determines influence.
Reinforcement structure determines how that influence is
consolidated.

Mapped Reinforcement Lanes in KEE Aint
Jest A Hobby’s Structure
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The strongest performance-oriented reinforcement lane
within the pedigree is the Three Bars family. Through
Three Bars, Lightning Bar, Rocket Bar, and supporting
descendants, the pedigree repeatedly returns to one of
the most influential speed-producing families in Quarter
Horse history. This lane forms the foundation of the
mare’s speed architecture and provides the clearest
opportunity for breeders secking additional performance

concentration.

The strongest family-consolidation lane within the
pedigree is Doc Bar. The existing 5x5x6 reinforcement
combines sex balancing with tail male-line and tail female-
line convergence, creating one of the most structurally
significant reinforcement patterns present within the
pedigree. This lane provides a natural target for breeders
seeking greater consistency, family identity, and long-term
breeding stability.

Additional family-consolidation opportunities occur
through Della P, Leo, Joe Reed II, King, Poco Bueno,
Waggoner Mare, and Nasrullah. Because these
contributors already appear through both male and
female descendants, they provide established pathways for
reinforcing entire families rather than isolated branches.

Breeder Decision Sequence: Outcross Versus
Reinforcement

Breeding strategy begins with deciding whether the
mating is intended to function as an outcross or as a

reinforcement cross.

Outcrossing widens options and introduces
complementary traits not already dominant within the
mare’s primary transmission lanes. Reinforcement is used
when the goal 1s to establish type, increase predictability,
preserve a family, or intensify specific performance traits.
Reinforcement is a precision tool that should be applied
deliberately with attention to generation placement,
reinforcement structure, sex balancing, and overall
pedigree architecture.

If the objective is performance concentration, the
strongest opportunities exist through the existing Three
Bars architecture. Because Three Bars, Lightning Bar,
and Rocket Bar already form the dominant performance
framework within the pedigree, additional reinforcement
should be viewed as a deliberate attempt to intensify speed
expression and athletic performance rather than a neutral
duplication.

If the objective is family preservation, female-oriented
reinforcement can be utilized to preserve maternal-family
influence, producer strength, and family identity. Rooted
in classical Thoroughbred pedigree theory, these patterns
reflect the longstanding belief that influential mare
families serve as the stabilizing foundation of a pedigree,
transmitting quality across generations through their
descendants.

If the objective is family consolidation, the strongest
opportunities exist through the existing sex-balanced
structures. Sex-balanced linebreeding occurs when an
ancestor is reinforced through both male and female
descendants, allowing the pedigree to concentrate an
entire genetic family rather than a single inheritance
pathway. This pattern is often associated with greater
pedigree stability, increased trait consistency, and the
preservation of characteristics historically transmitted by
that ancestor.

One of the most powerful forms of family consolidation
occurs when a target ancestor is positioned in the fourth
generation of the resulting foal through the tail female line
of the sire’s pedigree and the tail male line of the dam’s
pedigree while simultaneously maintaining sex balancing
through both sons and daughters. This arrangement
creates convergence through the pedigree’s two most
persistent inheritance pathways at the beginning of the
engine room, where influence remains substantial and

transmission becomes structurally repeatable.

For breeders wishing to utilize this Tesio-style family-
consolidation strategy, the most logical targets are
contributors currently occupying the third generation
of the mare’s pedigree because those contributors will
move into the fourth generation of the resulting foal. In
KEE Aint Jest A Hobby, those contributors include Sun
Frost, Frenchman’s Lady, Dash Ta Fame, Smart N Sixy,
Hobby Doc, Miss Three Rockets, Jester Smoke, and Add
A Freckle. Stallions can then be selected to position one
or more of these contributors on the opposite tail-line
structure while maintaining sex balancing whenever

possible.

Trait-Targeted Reinforcement Guidance

If the breeder’s objective is to intensify speed expression,
acceleration, and competitive performance traits, the
strongest reinforcement opportunities exist through the

established Three Bars architecture.

If the breeder’s objective is increased family consistency,
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production reliability, and long-term breeding stability,
the strongest reinforcement opportunities exist through
the existing sex-balanced family-consolidation structures,
particularly the Doc Bar pattern.

If the breeder’s objective is outcrossing rather than
reinforcement, stallion selection should focus on
introducing complementary traits that are not already
strongly represented within the mare’s primary
reinforcement lanes. The objective is not simply to avoid
duplication, but to add traits, aptitudes, or families that
expand the foal’s potential while preserving the core
architecture already present within the pedigree.

Because the pedigree already contains substantial speed
architecture and multiple family-consolidation structures,
carefully selected outcrosses can introduce additional
maneuverability, trainability, stopping ability, cow sense,
movement quality, durability, or other complementary
traits without disrupting the existing foundation. In
practical terms, the breeder should identify the specific
trait they wish to improve and then seek stallions that
consistently transmit that trait without unnecessarily
duplicating reinforcement already present within the

mare.

Mare Role in Outcome and Structural
Controls

KEE Aint Jest A Hobby contributes both a dominant
speed architecture and multiple family-consolidation
structures to the resulting foal. The stallion determines
where additional reinforcement pressure is applied and
which existing conduits become dominant in the next

generation.

Because the pedigree contains both extensive
performance-oriented reinforcement and multiple sex-
balanced family structures, the mare provides flexibility
in breeding strategy. The resulting foal can be directed
toward increased performance intensity, greater family
consistency, broader trait diversity through outcrossing,
or balanced combinations of these objectives depending
upon stallion selection.

Conclusion

The linebreeding architecture of KEE Aint Jest A Hobby
indicates that the dominant performance structure within
the pedigree is the Three Bars family, while the dominant
structural theme is repeated sex-balanced family

consolidation. The pedigree repeatedly returns to proven
speed-producing branches through Three Bars, Lightning
Bar, and Rocket Bar while simultaneously reinforcing
multiple influential families through sex-balanced patterns
involving Doc Bar, Della P, Poco Bueno, Leo, Joe Reed 11,
King, Waggoner Mare, and Nasrullah.

Breeding decisions should follow a consistent sequence:
determine whether the objective is outcrossing or
reinforcement, identify the desired trait outcome, evaluate
which reinforcement structures are best positioned to
support that objective, determine how those contributors
will appear within the foal’s pedigree, and then design the
mating accordingly.

The pedigree provides multiple avenues for achieving
different objectives. Breeders secking additional
performance concentration can build upon the established
Three Bars architecture. Breeders seeking increased
consistency, family identity, and long-term breeding
stability can build upon the existing sex-balanced family-
consolidation structures. Breeders seeking greater trait
diversity can utilize strategic outcrossing while preserving
the underlying reinforcement architecture already present

within the mare.
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This report uses a standardized, two-axis classification
system to describe AQHA Hall of Fame (HOF) saturation.
Pedigrees do not express saturation through one
mechanism. Some are depth-driven (multi-generation
recycling), while others are early-reinforcement-driven
(close-range duplication). For that reason, saturation is
classified by (1) depth tier and (2) early reinforcement tier,
with supporting indices used to clarify structure.

Depth Tier

(AQHA HOF Saturation Depth) Depth tier is primarily
determined by Metric 2 (Total HOF Occurrences across
20 generations). This reflects the volume of repeated elite
influence carried through the pedigree.

¢ Lowdepth: 0-250 total HOF occurrences

e Moderate depth: 251450 total HOF occurrences
e High depth: 451-700 total HOF occurrences

¢ Extreme depth: 701+ total HOF occurrences

Early Reinforcement Tier (Close-Range

Depth Tier

Moderate
251-450

Low

0-250

High
451-700

Duplication Pressure)

Early reinforcement tier is primarily determined by Metric
3 (Duplicated Ancestors within the first eight generations).
This reflects the degree of close-range reinforcement and
structural compression.

¢ Low early reinforcement: 0—17 duplicated
ancestors (gens 1—8)

* Moderate early reinforcement: 18-25
duplicated ancestors (gens 1-8)

* High early reinforcement: 26-33 duplicated
ancestors (gens 1—8)

¢ Extreme early reinforcement: 34+ duplicated

Breadth Tier (Elite Contributor Breadth)

ancestors (gens 1—8)

Early Reinforcement Tier

Moderate
18-25

Low

0-17

High
26-33

Breadth tier is determined by Metric 1 (Unique HOF
ancestors across 20 generations). This reflects how widely
the pedigree draws from elite contributors, independent
of how often they repeat.

¢ Low breadth: 0—19 unique HOF ancestors

* Moderate breadth: 2029 unique HOF ancestors
¢ High breadth: 30-37 unique HOF ancestors
e Very high breadth: 38+ unique HOF ancestors

Supporting Saturation Indices (Structural

Breadth Tier

Low Moderate High
0-19 20-29 30-37
Interpretation)

The following indices do not replace the core tiers. They
are used to describe how saturation is being achieved and
whether the signal is depth-driven, duplication-driven, or
balanced.

Depth-to-Breadth Ratio (DBR)

DBR reflects repeat influence per unique HOF ancestor.
Higher values indicate heavier recycling of the same elite
contributors.

¢ LowDBR: <8

¢ Moderate DBR: 8-12
e HighDBR: 1218

¢ Extreme DBR:>18

DBR: Depth-to-Breadth Ratio

Repeat influence per unique Hall-of-Fame ancestor

Total HOF
N Occurrences

Unique HOF
Ancestors

Low Moderate High
<8 8-12 12-18

Depth Emphasis Saturation Index (DESI)

DESI reflects whether saturation is primarily depth-
driven. Higher values indicate stronger depth emphasis
rather than a structure built mainly through close-range
duplication.

¢ LowDESI: <7

¢ Moderate DESI: 7-15
e High DESI: 1528

¢ Extreme DESI: >28

DESI: Depth Emphasis Saturation Index

Identifies whether saturation is primarily depth-driven.

Depth Saturation
VS

multi-generation layering

close-range pressure

{ Early Duplication

Moderate
7-15

High
15-28

Low
<7
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Duplication-Adjusted Saturation Index (DESI2)

DESI2 reflects the remaining measurable elite signal
after accounting for early-generation duplication. Higher
values indicate a stronger saturation signal that is not
dependent on close-range reinforcement.

¢ LowDESI2: <50

¢ Moderate DESI2: 50-100
e High DESI2: 100-180

¢ Extreme DESI2: >180

DESI2: Duplication-Adjusted Saturation Index

Remaining elite signal after accounting for early-generation duplication

Total Remaining
Saturation Signal

Early
— Duplication =

Low Moderate High
<50 50-100 100-180

=

Trait Concentration Index (TCI)

TCI describes specialization of the Hall-of-Fame-
weighted genetic signal. It is not a depth metric. Higher
values indicate a more concentrated functional profile
rather than a broadly distributed one.

Broadly distributed: <0.18
Moderately concentrated: 0.18-0.24
Focused: 0.24-0.30

Highly specialized: >0.30

TCI: Trait Concentration Index

Describes specialization of the Hall-of-Fame-weighted trait signal.

Broadly Distributed

Influence spread across many traits

asssse

Highly Specialized

Influence concentrated in fewer traits

"

Combined Saturation Profiles (Depth Tier x Early
Reinforcement Tier)

Because depth and early reinforcement measure different
structural mechanisms, final interpretation should
consider both tiers together. The following combinations
describe the most common structural outcomes:

Low depth plus low early reinforcement indicates
an open, wide pedigree with limited Hall-of-Fame
recycling and minimal close-range compression. This
structure is most consistent with outcross positioning and
greater variability of expression, unless disciplined

by dominant non-HOF families or strong modern

performance concentration not captured by Hall-of-Fame
weighting.

Low depth plus high early reinforcement
indicates a structurally reinforced pedigree built
primarily through close-range duplication rather than
deep multi-generation saturation. These pedigrees tend to
have a defined lane early, but do not carry heavy total elite
depth.

High depth plus low early reinforcement
indicates a depth-driven saturation profile with
minimal early compression. These pedigrees often retain
mating flexibility while still carrying a strong, repeatable
saturation signal through multi-generation layering;

High depth plus high early reinforcement
indicates both heavy depth and heavy close-range
reinforcement. These pedigrees are highly stabilized but
operate in a narrowed genetic lane, requiring careful mate
selection to avoid excessive bottleneck escalation.

{ Depth ! Early } { Low Early } { Moderate Early } [ High Early } { Extreme Early }

Low Depth

Open Outcross Structured Outcross | | Compressed Outcross Early Compression

Moderate Depth Layered Outcross Balanced Structure l\‘},ﬁ:";{ggﬁi Heavy Reinforcement

High Depth Depth Driven Saturated Architecture Dense Saturation Heavy Saturation

Fxtreme Depth Deep Reservoir Extreme Saturation Closed Structure Extreme Compression

Interpretation Rule

Depth tier describes how much elite influence exists
across the pedigree. Early reinforcement tier describes
how tightly that influence is compressed in the first eight
generations. A pedigree can be high in one tier and low in
the other, and those structures should not be interpreted
as equivalent.



