CARP: A High-Throughput Platform for Rapid VHH Discovery of Potent CAR-T Therapy
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CAR-T expansion, outperforming clinical benchmarks.

Figure 1. CARP high throughput screening workflow: It begins hits discovery by using Figure 3. NGS and slope analysis for VHH hit ranking. (A) Grouping information. (B) The
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VHHMAb® platform, followed by Al-powered VHH library construction that proliferation curve shows the clone percentage of each round based on NGS, with the « Scan QR code to download an electronic version
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followed by pooling CAR-T clones, co-culturing with target cells, performing NGS of different types of slopes. (C) Hierarchical clustering analysis for lead selection. (D) * Contact email: wenfeng.xu@chantibody.com

amplicons from the amplified CAR-T clones, and concluding with lead validation. Twenty positive and six negative clones were selected for validation.
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