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Abstract (Time new roman12pt, bold)

The abstract should be concise and provide the basic findings of the study. Abbreviations, author citations, or reference citations should not be included. (Times New Roman, 12 pt)
Key words – in alphabetical order –words in the title should not be repeated (Times New Roman, 12 pt)

Introduction 
Citations are listed in chronological order (Van Ryckegem & Aptroot 2001, Kirk et al. 2008, Tanaka 2015). The introduction should briefly review the topic being investigated and present the objectives of the study. [Note: ‘&’ not ‘and’; no comma after authors; comma to separate citations] (Times New Roman, 12 pt)

Materials & Methods 
Isolates and morphology

The methods should be adequately detailed or referenced to other work. All subheadings should be in the same format. (Times New Roman, 12 pt)

Results

This can have subheadings (Fig. 1). There should be no reference citations in the results (Figs 1 & 2, 3–5). (Times New Roman, 12 pt)
Phylogenetic analyses

The results section should only include the results of this study and no comparison with other studies. Never use the term etc. in the text. For new species and genera use the format below. 

Lentithecium yunnanensis W.H. Lu, Karun. & Tibpromma sp. nov.
Fig. 1

Index Fungorum number: IFXXXX or MycoBank number: MBXXXX
Etymology – Named after the place “Yunnan” where the new taxon was first discovered.
Saprobic on dead culms of Artemisia sp. in the marsh habitat. Sexual morph: Ascomata 190–220 μm diam, 220–240 μm high (x̅ = 201 × 228 μm, n = 6), scattered to……Asexual morph: Undetermined. 

Culture characteristics: Ascospores germinated on PDA within 20h, pure mycelia were transferred to PDA and cultured for two weeks at 25 °C, circular, effuse, irregular, flossy, velvety, pale brown to…

Material examined – Country, Province, Town, place, substrate, (date) 15 Jan 2022, (collector) Wenhua Lu, collection number (herbarium, state if holotype or other types) – ex-type culture number
Notes – Lentithecium yunnanensis was isolated on a dead culm of Artemisia sp. from Yunnan, China. Its morphology is comparable…….
Key to (fungal genus) species

1. Text Text Text Text
Text

2. Text Text Text Text
Text Text Text Text

3. Text Text Text Text
Text Text Text Text

Discussion

This is where you compare your work with other research and put forward and discuss your major findings (Table 1). There must be adequate comparison and references to previous work.

Table 1. The information of Lentithecium species described worldwide.
	Original name
	Current name
	Host
	Countries
	References

	Lentithecium aquaticum
	Lentithecium aquaticum
	Alnus glutinosa, Fraxinus excelsior, and Platanus sp.
	France
	Zhang et al. (2009b), Farr & Rossman. (2022)

	Lentithecium arundinaceum
	Setoseptoria arundinacea
	Phragmites sp.
	Denmark
	Tanaka & Hiray (2015)

	Lentithecium cangshanense
	Halobyssothecium cangshanense
	Submerged decaying wood
	China
	Calabon et al. (2021) 
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Figure 1. RAxML tree based on a combined dataset of SSU, LSU, ITS and tef1-α gene sequences. Bootstrap support values for ML equal to or greater than 65% and BYPP equal to or greater than 0.90 are given above the nodes. Strains of the newly described species are in blue, while ex-type strains are indicated in bold black.
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Figure 2 – Lentithecium yunnanensis (HKAS XXXX, holotype). a, b. The appearance of ascomata on host substrate. c. Section of an ascoma. d. Peridium. e. Pseudoparaphyses. f–j. Asci. k–o. Ascospores. p. Ascospore stained with Indian ink q. Germinating ascospore. r, s. Colony on PDA. Scale bars: c = 100 μm; f–j = 50 μm; d, q = 30μm; e = 20 μm; k–p = 10μm.
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